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Advance of Fatty Acid Synthesis Regulated Genes fran Dairy Cow
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Abstract  Fatty acidswith variousmolecularweight and saturation degree inmilk, make up of the triacylglycerolswhich al con-
ted the main components of milk fat Shot-and medium-chain fatty acids are amost exclusively the reaults of de novo synthesis in
mammary gland, while long-chain fatty acids are mainly imported fran the plasna M anmary gland plays a pivotal ole in the whole
process of uptaking, importing and synthesizing fatty acid In recent years, researchers have gpplied molecular biology technologies in
traditional nutrition field, identified abundance of regulated genes of fatty acid synthesis, and suggested their functions and relationship
of these genes In this paper, these genes regarding o uptaking and importing fatty acid, de novo synthesis of fatty acid, important en-

zymes of manmary, esterifing of fatty acid were revieved
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