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Abstract:  RNA interference is a relative conversed mechanism for post-iranscriptional regulation of gene expression in eu—
karyotes. It regulates the expression of target genes through specific degradation or post-iranscriptional gene silencing mediated by doub—
le stranded RNA. Besides animal or plant cells RNA interference also has been found in filamentous fungi. Several proteins depend on
quelling or meiotic silencing have been found through comprehensively molecular study on the quelling deficient and meiotic silencing
deficient mutants of filamentous fungi and these proteins are highly similar to the RNA interference pathway protein. These researches
demonstrate that RNA interference works in filamentous fungi. It has special significance to employ RNA interference as a tool for mo—
lecular biology research and genetic manipulation of filamentous fungi for these microbes generally consist of multinuclear hyphae and
in which the frequency of non-homologous recombination is much higher than homologous recombination. This review summarized the re—
cent advances in RNA interference research and its application technology in filamentous fungi.
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