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(ISSR ) Marker in Medicinal Plants
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Abstract: Inter-simple sequence repeat ( ISSR ) has been known as a novel molecular maker technology based on simple sequence
repeat ( SSR) . At present, the research and development of medicinal plants are facing the problems such as unclear drug substance,
uncontrollable quality and exhausted resources. DNA molecular marker technology, especially ISSR, has provided a new solution for the above
problems. Comparing the merits and demerits of several commonly used molecular markers, finally, we mainly introduced the principles and
characteristics of DNA molecular marker ISSR applied in current research of the medicinal plants, and summarized the new advances on ISSR
molecular technology and its application prospective in the genetic diversity and structure of medicinal plants, identification of germplasm
resources, quality identification of traditional Chinese medicine, and genetic map, aiming at providing better reference for the development
and utilization of medicinal plants.
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SR U DRI R B 2 8% (amplified
fragment length polymorphism, AFLP ) FlF%14HKH"
a2 B (sequence-related amplified polymorphism,
SRAP )RR 7T FRic % B [ 25 AR SN ( Blumea
balsamifera ) MERYIEE ZAEMEIAT 00, 45RFEH
W E AT T X9 (B. balsamifera ) WIi8A1E ZFE
PEIIHT , fH5 SRAP A ELER , AFLP B ZREIENL G 2,
FRIEFRECR S0, B B SCN A st 1% Z AR PR
5% Fu % 6] FA ( simple sequence repeat, SSR ) b
ICHFFEA R BT s Z RN, A& U X SEhRi
A B TR LR B AL B IR A5, JFAT BT i
X—EHE R

R 2 0 B LA 2> AR 28R, 4 RAPD
SE— MO TR Tk, HARE, R 5
R SR, ELE R > T RORANBE X I3 A5 1 F 4l
B, TESIYINECE R 3G SO 2% 145 S B R
JrmiAtREA, Rt mE L s Y SSR A
RAILBAERRIC, HERIYITRBAR S, HoaiH
FeRE IR R SIME B A REBT 1Y, XA [H]
PRI oM EERE DR SO T, AFLP SCIR 45 SR T §E
AP KSR, I, RN, (A
PORFOAMERE . AR, RIS R A & AR
SRR N DU U T, PRI SRR IR R By 3P
TSR 2 BRI B 22 25K restriction
fragment length polymorphism, RFLP) HA5 3L P11
Feam, AT DXCOOr Al — AR R SE AL AR Y, S A
FaE A%, EHX DNA (ot LR A SR &, 15
I BT UL A A 2 ELE T AR L MR
ISSR £545 1 SSR Hl RAPD HYfAR, AR, Pras
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WA AR, S H AR AR rh ifs S R At
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AL EIE M S LA T . AR SOX ISSR ARic e 2y
FHAEYIBE IR b BN S DA T 2sid, LIBIR 4 B9

ZiEY) S FARC SRS 2%
1 ISSR & FHRic 7 25 FAE Y & iR B9 iF 52
JEidi
fai H. 85 &2 R 41 X [H] (inter-simple sequence rep-
eat, ISSR) i Zietkeiwitez 25 '/ F 1994 4E2H, 75
J& 75 7] P # & P 41 (simple sequence repeat, SSR )
et b SRR 1 RHT By FARICEOR, HLEEA
JEUHRE: DUR A2 A AL DNA K514, RIFE SSR P4
(3" s a5 s b 2-4 ASBEHLEZ YRR, @it PCR
PR W EAT R 1 HES SSR i —BUF A, SR A
HLUK AR, AT 09 T B AR XL B T 2 2
Peo ZHRESE T SSR FI RAPD HOREIE AL, BAT
PRl e 2 SR RN, ke
PEIF 2% DNA BRAR /0 1 S2 00 AR IR 2,
HET P A EOR Gl L, FHBEE &S
AR E I AU, 2 AT E S TR
A%k, JF HE WOIESe e —MoEA F s (8] 35 14
SREVERURG R R RO T 25 Al
KL, MHBALEIESHEATAR, HiiEN
AN T2 IR RIS 222G P ZE R LA T T,
1.1 ISSRGF AR A AR AT L) 5
WAL ZAE R R AR Y P A BRI, T RATY
Bl T f IR A IR 3545 25 AR RN Z ARV KF, ISR
PomR I AR RS AR DR Rl PR 2 S5 4
fclis 0 AL RV AR R A A7 R Y B
PRBE, A% Z R AT 5 2 O3 LR W) A BT i
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SR, [ Bt IR ST A R A R B AR B A
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20 LUK 5 LA R T I B A B Y, ISSR 43
FRICEARME 12 N A 5 A% ZAEvE R L 45
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SRR A L b2 e S e TN L 5 1
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PRICH AR B 5 1 2 A5 S L) Je 5 2 i b 4
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(0% . Zhang 25 [ %) FIF ISSR 4> FARic s ARXT 87
AN ( Vernicia fordii ) FEASHEAT T i8tfE R R IMAESE,
Vi B0 AR A 51 18 AT LUk R e 1] 58 75 41k,
WFFE 45 R W R AEAS S B W A B 431k . Givnish %[37:
KM ARPFFAERE ( Clermontia ) W78 AR, &
PSR R 24 Bh, IR AR, AMHRS LT K
LR AT T #h 7S [FIAE, ISSR 43 FARidde AR
W F A Bk P s AL AL RE B Rt AL 454, & 9
WAL S R E R AAERIEN, ARGE AL A SR
AR A R G R i, B A b SRR A
%[ 38 BB Taiwania cryptomerioides )E’\Jﬁ’*ﬁ%[ S ]O
P 400 A SR L R R A ISSR 4 F AR b
sl ( Fritillaria walujewit ) B DB R A A T
WL ZREE T, S50 R 2 DU S AR iR B
WML e, ORI . SRR
e MR AR AR A T B . Liu 28 727 FI ) ISSR
XK A 3 A HUX . 10 NFEERRILE ( Capparis
spinose ) VEATIAL ZAEPERIFDRESS 20, S5 K
BRI 3 /i X f0 o LR R R LA 5 10 o A 22
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TFhRiCH ARGE T 2 Fh 24 FIAE 0 0% I 1 3t 4% 2 FE 1
5T
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59 64 R
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SRR 3 0 L5 #5300 B W AR DG, X
P4 BB (L. christinae ) MR RIFEEEK N ESE
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AT AL Z RS0, 2RI 24 R ft (D.
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BHR 45 1SR ISSR 2 FARCE AR, Wi AT E .
TR HlE MmN S 22 48 5 F (Sophora
alopecuroides ) J& FE ATt Z HEVERE & R o
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ARE ATV T AER S, Hit, SRIEE
ST Gy IR AR 24 A R B R R T M BT
B L

ISSR 7 FHRic AR P B AT A 232 B FR BT N R
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7 LA K ISSR FRic i) LK EAT (Podoratum ) eI 3=
LB XTI, [FI, 321 ISSR 73 Fhric R AE
BRUK G2y iks (P. sibiricum ) RGO (P.
cirrhifolium ) SO RSIE T 224 s -5 s
R T ISSR 73 FARICE A IR FAT Y 323835 5
Pl . B AR S Gy IR S RS (P, sibiricum ) 47T
YSE . Pongsrila 25 7 T ISSR AR, HEAT 22464
FIASEE , BEENIX > T 14 DR A s i), iF—
AUEW] T ISSR ARICAESE A R R FIA ] 1A ffHR
FEA) 7 THT S T, Ay gk e feeh b P S X — e
RABRAL T8 i e SELBE ,  [RIESE Sy oA ok & A ot B
JE A B St . PR ULERB, ISSR 4 FhmichiR
AT 2R E Hb 250 1 T
1.4 ISSR%-TARiT 2 % B 15 A 22 P 49 12

W BRI Y B iR TR 285
TRl , BT SR E A IR E G R I R e X,
AP RTER AL AR N . ISSR 7 FARic R g
g 7 i BE 225 HARic i A TR e ik |, 2
ot AL B A FRAE AR IC . ISSR AW T Fi i
WALLE Y fEm AL S 0 ARtk
ARFEIN B 7 A5 T AT S A

HIJH ISSR 43 B AR 2 1l 245 F A6 ) o o 5% I 119
DNA $58CEGE, [R5 HG B A e o0, 31X
AT LU Ry 25 0 53 14 B B b5 25 1 18 20 A 2 e
LRl RS SE TSR AT ISSR f7 hR T b se )
( Bupleurum chinese ) WJistfZ &3, I 30 255 |9+
Heth T 28 25 ISSR 5149, Ly 44t 154 SR 238 LS4,
TG IRey e 2-8 k2 MEAT, WIS
TALLEH] (B. chinese ) MmtfEEIE, ZKHE AL 4
B R R 5 DA S - il B e % B AP A A
BAE T RN, MLIRE Y R ISSR A FARICHE AR
XA A Bt 7= Y JE AR ( Magnolia officinalis ) 47 T
WAL ERE R . Feng 55 ISR (D.nobile )
FAZEA1 5 (D.moniliforme ) A AT E] F1ACHEAR
(7 90 A~ bk, FIF RAPD Fl ISSR 4 FAricd kA 13
K& BT, MEBCEBHL EIE ., A fhs L ES
Fa s S5 AIE 5T Ry ik 24 PR A ] 25 R 3 R 1) 2 A F 3
RN IE i) bt e = s g e d Bt Ee e R S O e T
FIFH ISSR FRic i 7 ist % g A e w] 4 7 HAT 800 o

2 HFEREENABS

K EZHE A SRR Fw, P2 HEY
TEFF R A B P AR R 2 TR AN . A BT 5 U
MECRAT . AR S R R . O Ak R
FiR B RA, PEE R T kR, X2 R
PR L BNE TR M ET, A7
JEHr ikt TE R A S ) K F KSR DNA
ST RE . HRT ISSR 43 FhRic e 24 FHAE
YW A — e R B, — 5 THIYE R DNA 43
FHRICHAR 5 245 HTAE Y Fo 7 T B 9T 0 25 6 R R e
¥ 5 S— o FH R X 25 A B R ER H
B, T HLAE S S B R R A B rh e = e —
bR, UL ISSR A Fhmiche RTEA T 1z 4
2z B R

ISSR 3 FHnicfEA 2% b awe i WL I FH 2 4B
FPEAG AL ] Y SR 2% 06 3R Mgt AL Z Rk, RIS
YriiE M 1SSR FAR AT A T HER BRI R,
FHY W2 B, & Mendel 3845 7, G
B AraliAFMAGF, SOLAERD TR A A 5 R
FIWT, fRACBLRSGE . THRAE AL R 3 n) @
FAAE AR N B SESIE S AN
AR, ISSR 43 FARic AN AT LA B 42 AL R
SR 25 FRE ) 4 450 B AR S RO S AL R
AR E2ER . BOE WG Y, AT LIRS
KAMF . WfEPF RS . SR . BEIRTEM
G IR T T S E AR, A
R TR T G L Bk A TR
R E W2 PR R R SR A A R R s, (A
K 2 B YR S K g e BSR4
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5438, 2R Fhaic BRI LA R AT LB A
TSR SNAE T, BFSE TAEE A% E X AN [H]
B, AR ARRESRIA ks, R 17 iy
i A T ] Hh 24 B8 R 1 a5t A% 2 AR R N 2 b T
TR ABRA2IR, I i A B & A,
FRZGF T 5 0 B £ 4 ISSR 3 T-hRic 78 HAb /R
BTN FH P25, FARBEAS [ B IF 5T B 5% 506
H5HEZRSFIRCcAR ML G, 2. Bl
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