2 WEAER

BIOTECHNOLOGY BULLETIN

2018, 34 (7):31-39

TE I 2H AR P IR IE S X AR Y & F R E

e AR

23 BE

CRTTRHERS AR A S BT, TRII 518055)

W OE. HO@RNABRRRER G AR EDR RN, B— R ESEGAREMAR, L, AAR. HREK, R
K& REKR Rt HEEafmin. 17, X & RERFRG LAY da AT R 09 5 MAF A 3T B9 R, AU 81 4338
AL fA B BB S 2T AL R R AR R, AR ABER S A RFMME MRS FHEZIA G X R, ABEEA AR A K
VERMIL, VABGROIEM A AR AR TR AR PO ETEMN, §AENEA THD @A RZHES LT AEOFRA

RRBESE .
KB . ABLEH ; MBS RSP REMEAR  HTHA

DOI : 10.13560/j.cnki.biotech.bull.1985.2018-0360

Mechanism of Plant Development Regulation by Endomembrane
Trafficking

PANG Lei ZHU Ying JIN Zhong-cai

XIA Xi-hua LI Rui-xi

( SUSTech-PKU Institute of Plant and Food, Department of Biology, Shenzhen 518055 )

Abstract:  Similar to other eukaryotic system, plant endomembrane system is a functionally inter-related membrane system including the

nuclear envelope, the endoplasmic reticulum ( ER ), the Golgi apparatus, the trans-Golgi network ( TGN ), vacuoles, endosomes, plasma

membrane ( PM ) and vesicles. It also displays some highly complex and unique characteristics, such as the unique feature of plant TGN and

vacuole. This review mainly summarizes the regulatory mechanisms of plant endomembrane trafficking in plant development. We focus on the

recent progresses about how endomembrane system regulate auxin polar transport and homeostasis, mechanism of root hair tip growth as well

as the vacuole transport in the regulation of pollen tube tip growth and seed germination. We hope this review could be helpful to the researchers

who study the process of plant growth, development and endomembrane trafficking.
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