B TR BT 25 2

Attachment 1 Predicted drug resistance genes

R ID FERALE BN EAR S fii 24 AL MR R Evalue IHHE
Gene ID Location ARO Name Resistance Mechanism Identity(%) Coverage(%) Score
genel448  Chromosome Z Wi 2R AL eveS efflux pump 99.4 100 0 6140
gene3479  Chromosome Z Hif 253 H acrB efflux pump 100 100 0 5155
genel357  Chromosome EZ N TESE- PSR ) efflux pump 99.8 100 0 5118
gene0202  Chromosome AMIFZRAR L K mdtF efflux pump 99.7 100 0 5020
gene0450  Chromosome AMNHESE ActF efflux pump 99.6 100 0 5017
genel781  Chromosome AMIFZAR GHE A mdtC efflux pump 99.9 100 0 4968
genel782  Chromosome AMIFZAR G A mdtB efflux pump 100 100 0 4942
gened245  Chromosome AMFZRAR AL mdtO efflux pump 98.8 100 0 3419
gene2953  Chromosome MR ABC #z S H 2K msbA  efflux pump 100 100 0 2833
gened211  Chromosome FH K eptA antibiotic target alteration ~ 99.6 100 0 2805
genel626  Chromosome ATP 455 &—/NEIET Yojl efflux pump 99.8 100 7.902E-311 2737
genel163  Chromosome AMEFR R emrB efflux pump 100 100 1.00E-291 2572
genel451 Chromosome AMER LR emrY efflux pump 99.8 100 2.10E-289 2552
genel585  Chromosome ZRE TR RN 25 HE ] arnA antibiotic target alteration ~ 69.4 98.3 2.90E-275 2431
genel779  Chromosome RND 4MEFR I baeS efflux pump 100 100 3.00E-271 2395
gene0674  Chromosome AIMELIETE & [ TolC efflux pump 99.8 100 7.90E-270 2383
gened435  Chromosome NI cpxA efflux pump 100 100 3.10E-260 2300
genel389  Chromosome C KB Bt il [ ampCl antibiotic inactivation 99.1 100 3.60E-258 2282
gene2806  Chromosome Z 24 MFS #4128 1 mdtH efflux pump 100 100 3.60E-228 2023
genel783  Chromosome AMNHEZE 22 Ffii 2455 K] mdtA efflux pump 100 91.2 2.90E-226 2007
gene2818  Chromosome AMNHEZRE £ F i 2455 K] mdtG efflux pump 100 100 9.90E-226 2002
genel912  Chromosome HMFR 2 Hi 253 H MdtK efflux pump 83 97.1 1.30E-224 1993
gene0812  Chromosome DY R 25 5L ] tet(A) efflux pump 99.5 100 5.30E-224 1987
pC_gene0

o PlasmidC VURR RN 255 (] tet(A) efflux pump 99.5 100 5.30E-224 1987
gene3958  Chromosome AR 22 Fi it 2555 K] mdtM efflux pump 97.8 100 2.70E-223 1981
gene3563  Chromosome B- A Tk frie 25 it 24 5 K] ampH antibiotic inactivation 99.7 100 3.30E-223 1980
gene4172  Chromosome C 2B Pt B K] ampC antibiotic inactivation 97.3 100 3.10E-221 1963
gene3070  Chromosome W I 2R K] mdfA efflux pump 96.6 100 7.40E-221 1960
pB_gene0

o0 PlasmidB VU 2Kl 255 ] tet(A) efflux pump 99.5 97.7 2.60E-218 1938
gene3478  Chromosome MR LR acrA efflux pump 100 100 5.70E-218 1935
gene0815  Chromosome AR B H ML HEH floR efflux pump 99.3 100 1.30E-217 1932
pC_gene0

0 PlasmidC FR B H T 25 5] floR efflux pump 99.3 100 1.30E-217 1932
genel164  Chromosome AMIFER 2 FN 25 5 emrA efflux pump 99.7 100 1.30E-214 1906
gene0203  Chromosome AMNHEZEAH S K] mdtE efflux pump 100 100 5.50E-210 1866
genel450  Chromosome AMHEZEFE K] emrK efflux pump 100 90.4 1.60E-193 1724
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072
gene2424  Chromosome Z HIN 2 IMERIED efrA efflux pump 23.2 313 2.60E-11 154
gene4336  Chromosome Z N2 HTEHE R evgS efflux pump 31.9 26.3 2.10E-11 154




