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Attached tablel Reported genes related to the 4 plant architecture traits

AR Trait L Gene 2% Category ZEi
Reference
LIPSl
LIGULELESS1 (LG1) I HRE (Ligular and auricle development) [20, 30]
Leaf angle
LIGULELESS?2 (LG2) IHHH-H % F (Ligular and auricle development) [32]
LIGULELESS3 (LG3) I HHH A% F (Ligular and auricle development) [33-34]
LIGULELESS4 (LG4) I HH-H A F (Ligular and auricle development) [34]
LIGULELESS NARROW1 (LGN1) IHHHH A F (Ligular and auricle development) [31]
NANA PLANT1(NAL, X %4
TS Z N EHESE (BR related) [43]
DE-ETIOLATED 2, ZmDET?2)
ZmDWF1/NA2 R M EAHSE (BR related) [44]
ZmDWF4 TS N IRHISE (BR related) [45]
ZmBRD1 R E M EAHSE (BR related) [46]
ZmBRIs R E M EAHSE (BR related) [47]
ZmiLI1 R E M EAHSE (BR related) [48]
ZmRAVL1 R M EAEE (BR related) [36]
Brachytic2 (Br2) AR FEHMIE (Auxin related) [49]
ZmACS7 ZJ&MZE (Ethylene related) [50]
ZmDRL1 k& & (Vein development) [39]
ZmDRL2 k& & (Vein development) [39]
ZmCLA4 HAth (Others) [51]
ZmTAC1 HAth (Others) [52]
TR L
Tassel branch
number THICK TASSEL DWARF1 (TD1) R GIZHRE (Meristem determinacy) [62]
FASCIATED EAR2 (Fea2) R GIZRE (Meristem determinacy) [63]
GROWTH REGULATING
FACTOR-INTERACTING
FACTOR1(GIF1) R GIZHRE (Meristem determinacy) [64]
ZFL1 R GIZRE (Meristem determinacy) [65-66]
ZFL2 R GIZRE (Meristem determinacy) [65-66]
BRANCHED SILKLESS1 (BD1) R GIZHRE (Meristem determinacy) [67]
FUZZY TASSEL (FZT) R GIZRE (Meristem determinacy) [68]
INTERMINATE SPIKELET1 (IDS1) A EIEJE (Meristem determinacy) [69]
SISTER of INTERMINATE
SPIKELET1 (SID1) AL GIERE (Meristem determinacy) [70]
KNOTTED1 (KN1) SR ZIERE (Meristem maintenance) [71-72]
BLH12 SR ZIERE (Meristem maintenance) [73]
BLH14 SR ZIERE (Meristem maintenance) [73]
BLADEKILLER1-R (BLK1-R) SR ZIERE (Meristem maintenance) [74]
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ROTTEN EAR (RTE) AR YERF (Meristem maintenance) [75]
M/ HEH AU P2 A fA K (Lateral meristem

VANISHING TASSEL2 (VT2) initiation and growth) [76]
A= 43 A= LR P2 A= F AR K (Lateral meristem

SPARSE INFLORESCENCEL (SPI1)  initiation and growth) 77
A= 43 A= LR P2 A= f AR K (Lateral meristem

BARREN INFLORESCENCE2 (BIF2) initiation and growth) [78]
A= 43 A= LRy P2 A= F AR K (Lateral meristem

BARREN STALK1 (BA1) initiation and growth) [79]

BARREN STALK FASTIGIATE1 MRSy HE AU P2 A fA K (Lateral meristem

(BAF1) initiation and growth) [80]

BRANCH ANGLE DEFECTIVE MRSy HE AU P2 A AA K (Lateral meristem

1(BAD1) initiation and growth) [81]
A= 43 A= AL AR P2 A= FZE K (Lateral meristem

RAMOSA1L (RAL) initiation and growth) [82]
A= 43 A= LR P2 A= F AR K (Lateral meristem

RAMOSA2 (RA2) initiation and growth) [83]
A= 43 A= LR P A= F AR K (Lateral meristem

RAMOSA3 (RA3) initiation and growth) [84]

RAMOSA ENHANCER LOCUS2 AR5y HE AU P2 A A K (Lateral meristem

(REL2) initiation and growth) [85]
MRSy A AU P2 A A K (Lateral meristem

UNBRANCHED2(UB?2) initiation and growth) [87]
AR5y A AU P2 A A K (Lateral meristem

UNBRANCHED3(UB3) initiation and growth) [87]
MRSy A AU P2 A A K (Lateral meristem

TASSELSHEATH4(TSH4) initiation and growth) [86-87]
MRSy A S P2 A A K (Lateral meristem

LIGULELESS1 (LG1) initiation and growth) [20]
MRSy A AU P2 A A K (Lateral meristem

LIGULELESS2 (LG2) initiation and growth) [20, 88]
AR5y A AU P2 A A K (Lateral meristem

ZmD53 initiation and growth) [89]

INDETERMINATEL1 (1D1) FFAEHIMSE (Flowering time related) [90]

DELAYED FLOWERING1(DLF1) FFAEWIM S (Flowering time related) [91]

ZCN1 FHAEWIAH IS (Flowering time related) [92]

ZCN2 FHAEWIAH IS (Flowering time related) [92]

ZCN3 FHAEWIAH IS (Flowering time related) [92]

ZCN4 FFAERIAE IS (Flowering time related) [92]

ZCN5 FFAERIAESE (Flowering time related) [92]

ZCN6 FFAEHIAE IS (Flowering time related) [92]

ZmCCT10 FFAERIAE IS (Flowering time related) [93]
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Zm00001d006055 FAth (Others) [94]
e i RRAL
Plant height
/Ear height DWARF1(D1, ZmGA30x2) BRI (GA related) [112]
DWARF3 (D3) IR (GA related) [111]
DWARFS5 (D5) BRI (GA related) [109]
ANTHER EAR 1 (Anl) HREFRAAKL (GA related) [108]
AN2 (Cpps2) FEEFEAK (GA related) [110]
ZmGA200x3 HREFFRAAKL (GA related) [113-114]
ZmGA200x5 HREFFRAAKL (GA related) [114]
DWARF8 (D8) BRI (GA related) [115-116]
DWARF9 (D9) TR (GA related) [116]
ZmSPL12 BRI (GA related) [117]
VANISHING TASSEL2 (VT2) AR FEAASE (Auxin related) [76]
SPARSE INFLORESCENCEL (SP11) 4K ZFEH% (Auxin related) [771
Brachytic2(Br2) AR FEARSE (Auxin related) [118]
BREVIS PLANT1(BV1) AR AL (Auxin related) [119]
ZmPINla AR AL (Auxin related) [120]
NANA PLANT1(NAL, X 44
DE-ETIOLATED2, ZmDET2) R MEHE S (BR related) [43]
ZmDWF1/NA2 HEFENEHE S (BR related) [44]
ZmDWF4 HEFENEHE S (BR related) [45]
ZmBRD1 R NEHE S (BR related) [46]
CAROTENOID CLEAVAGE
DIOXYGENASES(ZmCCDS8) M4 M BEAE S (SL related) [121]
ZmD53 M4 P EEFA S (SL related) [50]
I3 A Z iz P e BRA4EREAE G (Meristem
THICK TASSEL DWARF 1(TD1) determinacy or maintenance) [63]
I3 A Z s P e BRA4EREAE G (Meristem
COMPACT PLANT2 (CT2) determinacy or maintenance) [123]
DWARF&IREGULAR LEAF1 I3 A Z s e BR4EREAE G (Meristem
(DWIL1) determinacy or maintenance) [124]
I3 A Z s P e BRAEREAE G (Meristem
BLH12 determinacy or maintenance) [73]
I3 A Z i P e BR4EREAE G (Meristem
BLH14 determinacy or maintenance) [73]
GROWTH REGULATING
FACTOR-INTERACTING FACTOR1 A& fimiz Yhg s 4EREAHOE (Meristem
(GIF1) determinacy or maintenance) [64]
ELONGATED MESOCOTYL1
(ELM1) Jef5 5 HI2% (Light signal related) [125]




PR Trait £ Gene 2851 Category
Reference
ZmPHYB1 HeAF A% (Light signal related) [126-127]
ZmPHYB2 JefE S AH5% (Light signal related) [126]
ZmPHYC1 J6i5 5 M55 (Light signal related) [128]
ZmPHYC2 J6i5 5 M5 (Light signal related) [128]
ZmPIF3.3 J6i5 5 M55 (Light signal related) [17]
TANGLED1 (TAN1) HAl (Others) [131]
ZmRPH1 HAth (Others) [132]
qPH7 FAt (Others) [133]
ZMEMF1L1 HAth (Others) [18]
Zm00001d011140 HAl (Others) [94]
ZmPYL10 HAth (Others) [134]
SUCROSE EXPORT DEFECTIVE1
(SXD1) HAth (Others) [135]
ROOTHAIR DEFECTIVEL (RTH1) HAl (Others) [136]
CR4 HAth (Others) [137]
VP8 HAth (Others) [138]
RS2 HAth (Others) [139]
THEH
Flowering
time Elongated Mesocotyl1 (ELM1) HA55&4% (Light signal pathway) [125]
ZmPHYB1 HA55&4% (Light signal pathway) [126]
[126, 134,
ZmPHYB2 HA55&4% (Light signal pathway) 148]
ZmPHYC1 HA55&4% (Light signal pathway) [128]
ZmPHYC2 Jef55#4% (Light signal pathway) [128]
YA AN A Y4242 (Photoperiod and circadian
ZmCCA1l clock pathway) [151]
YA AN A Y5242 (Photoperiod and circadian
ZmLHY clock pathway) [145-146]
YA AN A Y4242 (Photoperiod and circadian
ZmPRR7 clock pathway) [159]
e A A& % (Photoperiod and circadian [145-146,
ZmPRR73 clock pathway) 150]
e A A& % (Photoperiod and circadian [145-146,
ZmPRR37 clock pathway) 152]
YA AN A Y4242 (Photoperiod and circadian
ZmPRR59 clock pathway) [145-146]
e A A BT (Photoperiod and circadian
ZmTOCla clock pathway) [151]
e A A BT (Photoperiod and circadian
ZmTOC1b clock pathway) [151]
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Y6 JE IR A Ehig 1% (Photoperiod and circadian

ZmGlla clock pathway) [153]
SRR A W8l i% 4% (Photoperiod and circadian

ZmGl1b clock pathway) [153]
SRR A Bl i% 4% (Photoperiod and circadian

ZmELF3.1 clock pathway) [158]
SRR A Bl i% 4% (Photoperiod and circadian

ZmELF3.2 clock pathway) [158]
SRR A sl i% 4% (Photoperiod and circadian

ZmLUX1 clock pathway) [158]
SRR A Bl i% 4% (Photoperiod and circadian

ZmLUX2 clock pathway) [158]
SRR A W8l i% 4% (Photoperiod and circadian

ZmLUX3 clock pathway) [158]
SRR A Bl i% 4% (Photoperiod and circadian

ZmLUX4 clock pathway) [158]
SRR A sl i% 4% (Photoperiod and circadian

ZmELF4.1 clock pathway) [158]
SRR A Bl i% 4% (Photoperiod and circadian

ZmELF4.2 clock pathway) [158]
YeJE WA A s 1% (Photoperiod and circadian

ZmCONZ1 clock pathway) [149]
SRR A Bl i% 4% (Photoperiod and circadian

ZmCOL3 clock pathway) [156]
YeJE WA A s 1% (Photoperiod and circadian

ZmCCT9 clock pathway) [155]
SRR A Bl i% 4% (Photoperiod and circadian

ZmCCT10 clock pathway) [152, 154]
YeJE A A e 1% (Photoperiod and circadian

ZmNF-YA3 clock pathway) [157]
SRR A Bl i% 4% (Photoperiod and circadian

ZmNF-YC2 clock pathway) [157]

INDETERMINATE1 (ID1) HEi&1% (Autonomous pathway) [90]

VGT1 HEi&1% (Autonomous pathway) [160]

ZmRAP2.7 HEi&1% (Autonomous pathway) [160]

ZmMADS69 HEi&1% (Autonomous pathway) [161]

DWARF1(D1, ZmGA30x2) HEFRIRE (GA pathway) [162]

DWARF3 (D3) FEERE (GA pathway) [162]

DWARFS5 (D5) FEB R (GA pathway) [162]

ANTHER EAR1 (Anl) HREFKIERE (GA pathway) [162]

DWARFS8 (D8) HRERIERE (GA pathway) [116, 163]

DWARF9 (D9) FEB R (GA pathway) [116]
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CORNGRASS1 (Cg1) LR (Aging pathway) [167]
ZmMIR156s LR (Aging pathway) [167]
ZmMIR172s kR4 (Aging pathway) [167-168]
GLOSSY15(Gl15) {ER T (Aging pathway) [168-169]
ZmSPL13 F#RIETE (Aging pathway) [170]
ZmSPL129 F#RIETE (Aging pathway) [170]

[143,
ZCN8 G5 8AKHF (Pathway integrators) 173-174]
ZCN7 E5 AT (Pathway integrators) [171-172]
ZCN12 E5HEHT (Pathway integrators) [171-172]
DELAYED FLOWERING1(DLF1) {E5 8 AT (Pathway integrators) [91]
ZmMADS1 E5 AT (Pathway integrators) [175]
ZMM4 E5 AT (Pathway integrators) [176]
ZFL1 {E 54K T (Pathway integrators) [65-66]
ZFL2 {E 54T (Pathway integrators) [65-66]
KERNEL NUMBER PERROW6
(KNRS) HAth (Others) [177]
ZMEMF1L1 HAth (Others) [18]




