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Table 1 Sequence characteristics and subcellular localization prediction of the SCHSP20 family members
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Sc01g00049  ScHSP20-1 Chr.01 2083951-2084241 152 17.77 7.89 4 it 53
20.01 Cytoplasm
Sc01g00049  ScHSP20-2 Chr.01 108266-110548 199 22.22 9.45 %
30.01 Nucleus
Sc01g00050  ScHSP20-3 Chr.01 399604-405151 212 23.17 8.77 TR
70.01 Vacuole membrane
Sc01g00085  ScHSP20-4 Chr.01 2446770-2447700 204 23.30 531 I EEL
20.01 Chloroplast
Sc03g00069  ScHSP20-5 Chr.03 473738-475439 229 25.94 8.54 I EEU
10.01 Chloroplast
Sc03g00069  ScHSP20-6 Chr.03 473738-475439 229 25.90 8.87 I EEU
90.01 Chloroplast
Sc03g00071  ScHSP20-7 Chr.03 3027937-3029426 316 35.48 6.31 2 5
90.01 Cytoplasm
Sc03g00091  ScHSP20-8 Chr.03 814883-820742 193 22.22 5.82 2 5
70.01 Cytoplasm
Sc04g00024  ScHSP20-9 Chr.04 694673-695872 202 23.47 5.59 2 5
60.01 Cytoplasm
Sc05g00090  ScHSP20-10  Chr.05 807726-809703 136 15.58 5.79 2 5
80.01 Cytoplasm
Sc06g00010  ScHSP20-11  Chr.06 695725-696201 171 19.32 6.01 2 5
70.01 Cytoplasm
Sc06g00028  ScHSP20-12  Chr.07 2534183-2540570 311 34.68 9.45 I EEU
30.01 Chloroplast
Sc07g00077  ScHSP20-13  Chr.07 426508-430291 188 20.76 8.83 4
40.01 Cytoplasm
Sc07g00077  ScHSP20-14  Chr.08 4460000-4463361 175 19.52 9.59 4
70.01 Cytoplasm
Sc09g00032  ScHSP20-15  Chr.09 579777-583659 194 20.76 5.10 I EEU
60.01 Chloroplast
Sc09g00100  ScHSP20-16  Chr.09 5552566-5555421 160 17.91 6.33 4
00.01 Cytoplasm
Sc10g00019  ScHSP20-17  Chr.10 5454092-5455111 156 17.88 5.83 4
70.01 Cytoplasm
Sc10g00019  ScHSP20-18  Chr.10 3718402-3721935 155 17.43 7.99 4
80.01 Cytoplasm
Sc10g00019  ScHSP20-19  Chr.10 1545684-1547022 162 18.46 5.39 4

90.01 Cytoplasm
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