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Schedule 1 Physicochemical properties of the BjuSRO gene family
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name index index hydrophilicity  localization
acid/aa Weight/kD point
BjuOAla  BjuOA05G09730.1 523 58.55 6.84 34.95 83.06 -0.329 RN
BjuOAIb  BjuOA04G28440.1 530 58.62 6.99 34.03 80.74 -0.409 1 A%
BjuOAlc  BjuOB01G08290.1 540 60.44 7.56 42.44 80.17 -0.436 o A%
BjuOAld  BjuOB04G44270.1 555 61.84 5.89 41.15 79.26 -0.441 20 a5
BjuOAle  BjuOA09G35240.1 569 63.41 5.89 43.06 74.89 -0.499 1 A%
BjuOA2a  BjuOB03G33520.1 580 64.15 6.28 40.32 77 -0.433 o A%
BjuOA3a  BjuOA08G09930.1 563 63.14 6.16 36.74 77.58 -0.446 20 a5
BjuOA4a  BjuOB07G39550.1 559 62.47 6.07 39.06 77.28 -0.497 41 ffa )57
BjuOBla  BjuOB03G29460.1 314 34.72 7.1 49.45 86.69 -0.332 AL
' it
BjuOBIb  BjuOA07G14060.1 313 34.94 8.32 45.01 86.65 -0.375 1 A%
BjuOBlc  BjuOA09G42420.1 308 33.49 6.01 43.87 84.51 -0.228 21 a7
puRaRy/]

BjuOBId  BjuOB04G36450.1 316 34.84 9.21 53.89 81.77 -0.402 "
BjuOBle  BjuOB03G45240.1 306 34.30 8.8 35.43 84.35 -0.361 21 1%
BjuOBIf  BjuOA07G36960.1 306 34.02 8.44 40.13 87.58 -0.309 21 a5
BjuOB2a  BjuOB04G02130.1 315 35.52 8.14 61.89 81.43 -0.49 1 A%
BjuOB2b  BjuOA02G47950.1 303 34.17 8.68 59.28 82.05 -0.406 21 1%
BjuOB2¢  BjuOB06G11180.1 318 35.75 8.76 61.32 79.37 -0.453 o A%
BjuOB2d  BjuOA06G25830.1 310 34.84 8.59 573 79.84 -0.41 1 A%
BjuVAla  BjuVA05G09830.1 523 58.55 6.84 34.95 83.06 -0.329 RN
BjuVAlb  BjuVA04G27000.1 530 58.62 6.99 34.03 80.74 -0.409 21 %
BjuVAlc  BjuVB01G08250.1 540 60.44 7.56 42.44 80.17 -0.436 41 i
BjuVAld  BjuVB04G42400.1 555 61.84 5.89 41.15 79.26 -0.441 41 5
BjuVAle  BjuVA09G34200.1 565 63.04 6.09 42.81 74.73 -0.486 41 a5
BjuVA2a  BjuVB03G32070.1 580 64.15 6.28 40.32 77 -0.433 41 i
BjuVA3a  BjuVA08G09520.1 563 63.20 6.25 36.94 77.25 -0.459 41 a5
BjuVA4a  BjuVB07G38920.1 559 62.47 6.07 39.06 77.28 -0.497 41 a5
BjuVBla  BjuVB03G28110.1 313 34.63 7.1 48.96 86.96 -0.33 ﬂﬁf%
BjuVBIb  BjuVA07G14180.1 310 34.52 8.33 45.57 87.48 -0.325 41 %
BjuVBIc  BjuVB04G35270.1 316 34.84 9.21 53.89 81.77 -0.402 ﬂﬁf%
BjuVBId  BjuVB03G42920.1 306 3430 8.8 35.43 84.35 -0.361 o A%
BjuVBle  BjuVA07G37000.1 306 34.02 8.44 40.13 87.58 -0.309 4 i ot
BjuVB2a  BjuVB04G02010.1 315 35.52 8.14 61.89 81.43 -0.49 o A%

BjuVB2b  BjuVA02G47540.1 303 34.12 8.73 60.2 82.71 -0.392 21 A%
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amino molecular isoelectric
name index index hydrophilicity  localization
acid/aa Weight/kD point
BjuVB2¢  BjuVB06G11660.1 318 35.75 8.76 61.32 79.37 -0.453 4 A%
BjuVB2d  BjuVA06G28230.1 313 34.88 8.59 57.49 80 -0.395 S i %

W: BjuO Rn IR SRO £, BjuV RRFHITH SRO HH
Note: BjuO represents the oil mustard SRO gene, and BjuV represents the vegetable mustard SRO gen






