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Annexed table 1 Physicochemical properties and secondary structure of bHLH protein from C. reticulata
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CrbHLH1 551 60 938.2 5.01 53.26 -0.6 23.23 3.63 8.35 64.79 il
CrbHLH2 616 68 338.8 6.16 43.14 -0.5 35.88 3.08 11.53 49.51 il
CrbHLH3 724 775259 5.98 52.76 -0.6 16.71 1.66 7.73 73.9 A%
CrbHLH4 472 50974.9 8.53 47.93 -0.5 28.39 1.06 4.66 65.89 A%
CrbHLH5 485 53 836.9 5.29 72.55 -0.7 36.7 1.86 9.9 51.55 A%
CrbHLH6 445 49 126.2 7.21 48.76 -0.8 29.44 2.25 5.17 63.15 A%
CrbHLH7 648 71248.7 5.38 50.71 -0.7 33.8 17 12.65 51.85 A%
CrbHLH8 713 79 102.6 5.45 69.72 -0.6 36.75 2.81 8.42 52.03 A%
CrbHLH9 554 60 465.1 5.75 51.62 -0.7 19.68 1.99 4.69 73.65 A%
CrbHLH10 472 51028 8.53 48.25 -0.5 27.12 1.06 4.24 67.58 A%
CrbHLH11 533 58 118.5 6.01 52.64 -0.7 21.01 2.25 3.94 72.8 A%
CrbHLH12 533 57 327.9 5.68 55.52 -0.7 21.39 2.81 5.82 69.98 A%
CrbHLH13 616 68 351.8 6.28 43.45 -0.5 34.42 211 10.71 52.76 A%
CrbHLH14 665 74 801.2 4.98 46.56 -0.5 38.2 3.46 9.77 48.57 A%
CrbHLH15 228 254311 9.51 64.61 -0.5 39.47 1.75 12.28 46.49 A%
CrbHLH16 451 49 389.6 6.12 63.56 -0.7 19.51 1.33 6.65 7251 A%
CrbHLH17 501 54 193.1 6 54.45 -0.7 24.35 1.8 2.99 70.86 A%
CrbHLH18 722 771704 5.78 53.14 -0.5 16.62 1.25 7.34 74.79 A%
CrbHLH19 648 71258.8 5.38 50.62 0.68 33.8 1.39 12.19 52.62 A%
CrbHLH20 494 54782.8 6.22 45.22 -0.5 35.83 4.05 13.77 46.36 A%
CrbHLH21 496 54 121.6 6 49.06 -0.6 20.97 1.61 4.84 72.58 A%
CrbHLH22 533 57 297.8 5.68 55 -0.7 20.64 2.63 4.69 72.05 A%
CrbHLH23 376 411456 5.9 49.98 -0.8 22.87 2.66 4.26 70.21 A%
CrbHLH24 477 48 825.6 6.19 54.27 -0.8 29.31 6.04 7.38 57.27 A%
CrbHLH25 550 59 437.9 6.96 59.55 -0.8 21.64 1.64 11.64 65.09 4%
CrbHLH26 439 47 881.2 8.11 53.06 -0.8 22.55 2.51 5.01 69.93 A%
CrbHLH27 665 74 833.3 4.98 45.92 -0.5 36.09 3.31 10.08 50.53 ik
CrbHLH28 376 411436 5.9 50.49 -0.8 22.07 2.93 6.91 68.09 il
CrbHLH29 722 772144 5.72 53.41 -0.6 18.01 1.52 6.93 73.55 A%
CrbHLH30 472 51117.1 8.69 46.81 -0.5 30.51 1.06 4.87 63.56 il
CrbHLH31 714 79 192.6 5.57 67.17 -0.6 35.99 3.08 8.82 52.1 A%
CrbHLH32 714 791285 5.52 67.3 -0.6 37.82 3.36 8.12 50.7 A%
CrbHLH33 694 73204.1 5.84 54.18 -0.5 16.86 0.86 7.64 74.64 il
CrbHLH34 443 48 880.9 7.21 48.67 -0.8 30.93 2.48 6.32 60.27 4%
CrbHLH35 554 60 480.1 5.75 51.97 -0.7 20.58 2.35 4.87 722 4%
CrbHLH36 554 60 332.8 5.65 53.44 -0.7 20.94 1.62 5.05 72.38 4%

CrbHLH37 616 68 301.7 6.28 43.68 -0.5 33.6 2.6 12.34 51.46 Bt
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