Miz=1 SI49F5)
Table S1 Primer sequences
Hii& ElEVER i S5
Use Primer name Primer sequence/5'-3'
FL R 7 CDS-RcXYNC-F ATGTTTAAAGAAGCTTGCACCAATC
Gene cloning CDS-RcXYNC-R TCAAGTATCAATCTGAACTTGAACACTTGC
4 i 52 1300-RcXYNC-F TCGACTCTAGTCTAGAATGTTTAAAGAAGCTTGCACCA

Subcellular localization

1300-RecXYNC-R
qRT-RcXYNC-F

TACCGGATCCACTAGTAGTATCAATCTGAACTTGAACACTT
CTCTGCTTCTGCCTACAACTAC

FakfER qRT-RcXYNC-R GTCCAAATGCTTTCCAACCTTC
Relative expression level UBC-F GCCAGAGATTGCCCATATGTA
UBC-R TCACAGAGTCCTAGCAGCACA

AT Tk

Promoter sequence cloning

[ PUESEN

Transient overexpression

PRO-RcXYNC-F
PRO-RcXYNC-R
PVX-RcXYNC-F
PVX-RcXYNC-R

CACTGTGGATATGTCAGAGAGGAC
GTCGTGTAGTTGTAGGCAGAAGCAGAG
CACCAGCTAGCATCGATATGTTTAAAGAAGCTTGCACCA
CTTATCGGCGGTCGACTCAAGTATCAATCTGAACTTGAACA

FE R yTER V-RcXYNC-F TAAGGTTACCGAATTCGAAGCTTGCACCAATCTATTGC
VIGS V-RcXYNC-R GCTCGGTACCGGATCCCATCACCACCACGTATGCTTTCG
i RE X 2 3 BD-RcXYNC-F CATGGAGGCCGAATTCATGTTTAAAGAAGCTTGCACCA
Yeast two-hybrid BD-RcXYNC-R GCAGGTCGACGGATCCTCAAGTATCAATCTGAACTTGAACA

Mizk2 BMERE CDS FHIREMA5IY
Table S2 Primers for the CDS sequence cloning of targeted genes

G/ RS Gkl

Primer name Primer sequence/5'-3'
X01-F CCACCACCAAATCGACGACATGGC
X01-R CATATTTCTACCTTCCATAAGGGTGGTAACGAC
X02-F CATAGCCTAAACAACACCACCCTCATCTC
X02-R ATCATTCCAGGTTTCCTCTTCACTTTCC
X03-F CATTTAGAGAAGGAGAGGCAGTGTGATCTCG
X03-R GGCAAATCCTAATACTTCCAACTTCTTCTC
X04-F CGACATTGGACTCCGACGTGCCGATGATC
X04-R GAACCAGATGAAAGATTCTAGTGACCATAC
X05-F ATGGCTTCGCCTTTGCCTTCTTCC
X05-R GAATGGACGTATGACACTCACCACCGGTCTATG
X06-F GCAGACCAGGAGTTGAATCAATTAAAATGG
X06-R GAAGCTATGGTTCATTGCAGATGGTTACATGG
X07-F GACGGAGCAAACAGACTGGGGATGG
X07-R GCTTAGGCTAGAACTGGCGTTATCTC
X08-F CATCTTGCCGCCGTCACCAATCCTATG
X08-R CAAGGACCCTAGTCAAATGCATCATCATC
X09-F CTTCACTCTACAAAGCCACTAGAGC
X09-R CTAGAAGAAACTCTGCGAGGCATGTC
X10-F CACCACAGAGAAGTGAATCACAAGTG
X10-R CACAGGGAATAATTCTAATCAAGCTGAGC
X11-F CCGAGAGGGTTGTTGAAGGCGTAAT
X11-R CCAATGCAGGCAGAGTCACTTAAGCAC
X12-F GCTTCACTCATCGCAACAATGGCGTTC
X12-R CTAAACAGATGAAACCAAACCACTC
X13-F CCAGTTTGCCGAATTTGGTCCTAAAGG
X13-R CACAAATTCTAGGAATAGTCAACCGTTACG
X14-F CGAAGCAGTAATGGCCTCCTCCATGTTCTC
X14-R GGATGAAACAAATGACTAATGCAAATG
X15-F GTGACGCCGAGCATTGGCTACATGG
X15-R CTTCAAGTAGTAATGATGGGAGGAAGATAG
X16-F GTTCATTACCAAGTTTCATGTCTGAGC
X16-R CAGACTTGAGTTCCTGCAGCTCAGAAACC
X17-F CAGAAAATGGCGGTCGCGTCTATGAG

X17-R CGAGATTAGCAACAATCAACAAAGAGG




5144 %%

Primer name

el 27

Primer sequence/5'-3'

X18-F CTTGTACTCCAGGCTGAGGTGTACTCG
X18-R TATCCCCTAGACCTGCTCGGCTGGCTTC
X19-F GCACGTTAGCCATGGCCGCCGCTACATC
X19-R ACTTAACAACAGCACACATGCTCAAGAG
X20-F CTGGGTTGAGAGTTGAGTGAGAGAACAC
X20-R GAGGAAGAAGCTAGCAGCTAAGCTAGAC
X21-F ACCTGTTAAGTGTCATTCTTGAAGGCTCCA
X21-R CTCCGACGAGAACCTAGCGTTCCAG
X22-F AGCCGCCGCCATGCAGATCTTCGTGAAAACC
X22-R GCAATAAACCACTAATCTCTAATCACC
X23-F TAAGTTTCAGAGTGACTGAGATCG
X23-R CATAAAGTACACAAGTCCTACCCAT
X24-F TTACTATGGCTGCTTCCATGGCTCTCTC
X24-R TCACTTTCCGGGGACAAAGTTGGTG
X25-F ATGGCTGCTTCCACAATGGCCCTCTC
X25-R CAAGTCTCTCTTAAAAGCCTCATTCACTTTCC
X26-F ATGTCTCTCACTATTCCCACAAACCTC
X26-R TTACACGTCCTTGGCAATGAGTTCACC
X27-F ACTGACAGGTGACATTTACAATCAGTCAAG
X27-R GGTTTAGAGCTTGTCCTCAAAGTCAGAAAGCG
X28-F CTCCTCAGAGCTAGAACAAGTTGATC
X28-R CCTCAAGCTCGATTTACGATCCAG
X29-F ATGGCTACTTTGGCGAACCCGAACGAG
X29-R CACAAGAGACTAAAAAGACTAACGCGCAAC
X30-F GAACTGGATGAGGAGCATTAGCCTTTCC
X30-R ACCAATAACTGAAGAACGCAAG
X31-F ATGAATATCAAAGCAAAGCCCTCTCTC
X31-R GTGAGATACAAGATCGGACGATACTC
X32-F CACCAAGCACACAAACTGAAACAG
X32-R CTTGGTAGTGAAGGTTCGATTATGC
X33-F CTCTCTCTCACCAATTCTCTTTGGAC
X33-R CTTAATTGAACTAGAGGGATAGTCCTGAC
X34-F CAAGTTGATCAAACCATGGCCTCTG
X34-R GACGCTCTTAGATTGGTTGACC
X35-F CCACCGCAGATTTCAAGATAATTCTCAATGC
X35-R TCCCTTGACATTTCCACACAAGAG
X36-F CTTCCTCTTCCTCTGAAAATGACTTCG
X36-R GCAACCAAAACCAGAACTTAG
X37-F TTATGGCCATTTGTGCAGTCCAC
X37-R CCAATGCTTCAATTCTAGAGTCCC
X38-F GCGTCAGAGAGACTGAAAGCAATGGTGTC
X38-R GAAGACTGCCACAGAATCCAATCCTCCAC
X39-F GCATTCCCCTTTCTTAACTTTCTTCTC
X39-R TCATCCGATTGGTAGATTAGTAGC
X40-F CAAGCGAAGATGTCTCGCACGTGCTCTCAGTGC
X40-R TCAAGCAACACTGATGATGCTATCAGTGCCA
X41-F CCAGAAAGCTCAAAGATGGCGGAACAGACG
X41-R GACCACCCAAAATGCTGTCTAAGCTCCAG
Mizk 3 pGADT7 ELEH MRS
Table S3  Primers required for pGADT7 recombinant vector construction
CIEVE SIFF5
Primer name Primer sequence/5'-3'
X01-PAD-F GGAGGCCAGTGAATTCATGGCTTCCAAGAAGGGCGA
X01-PAD-R CGAGCTCGATGGATCCCTACCTTCCATAAGGGTGGTAACGA
X02-PAD-F GGAGGCCAGTGAATTCATGGCAACCTCTGCTATCCAGC
X02-PAD-R CGAGCTCGATGGATCCTCACTTTCCGGGGACGAAGTTGG
X03-PAD-F GGAGGCCAGTGAATTCATGGCGCCGAAGCAGAGG




ElEYEA S

Primer name

5151

Primer sequence/5'-3'

X03-PAD-R
X04-PAD-F
X04-PAD-R
X05-PAD-F
X05-PAD-R
X06-PAD-F
X06-PAD-R
X07-PAD-F
X07-PAD-R
X08-PAD-F
X08-PAD-R
X09-PAD-F
X09-PAD-R
X10-PAD-F
X10-PAD-R
X11-PAD-F
X11-PAD-R
X12-PAD-F
X12-PAD-R
X13-PAD-F
X13-PAD-R
X14-PAD-F
X14-PAD-R
X16-PAD-F
X16-PAD-R
X17-PAD-F
X17-PAD-R
X18-PAD-F
X18-PAD-R
X19-PAD-F
X19-PAD-R
X20-PAD-F
X20-PAD-R
X22-PAD-F
X22-PAD-R
X23-PAD-F
X23-PAD-R
X24-PAD-F
X24-PAD-R
X25-PAD-F
X25-PAD-R
X26-PAD-F
X26-PAD-R
X27-PAD-F
X27-PAD-R
X28-PAD-F
X28-PAD-R
X29-PAD-F
X29-PAD-R
X32-PAD-F
X32-PAD-R
X33-PAD-F
X33-PAD-R
X34-PAD-F
X34-PAD-R
X35-PAD-F
X35-PAD-R
X36-PAD-F
X36-PAD-R

CGAGCTCGATGGATCCCTAGAAAACAAGCTCATGTGGCTTC
GGAGGCCAGTGAATTCATGATCCCGGTAGGTGAGGG
CGAGCTCGATGGATCCCTAGTGACCATACTTCTGGAACTCC
GGAGGCCAGTGAATTCATGGCTTCGCCTTTGCCT
CGAGCTCGATGGATCCCTATGAAAATATGGCATTCACAAAA
GGAGGCCAGTGAATTCATGGCTTCTAACACTTTGATGAGCT
CGAGCTCGATGGATCCTCAAATCCCTTTGGGGATAATGACA
GGAGGCCAGTGAATTCATGGAACAGAAACGACGCGT
CGAGCTCGATGGATCCTTATCTCAAGAAACCGACGATTCT
GGAGGCCAGTGAATTCATGGCTTTGCCGAACCAACA
CGAGCTCGATGGATCCCTAGTCAAATGCATCATCATCGTTCA
GGAGGCCAGTGAATTCATGGCCACAGCTCAGCTAAC
CGAGCTCGATGGATCCCTAAGAAAGGATGGCAATGACATC
GGAGGCCAGTGAATTCATGGCAGCCTCTATGCAAGC
CGAGCTCGATGGATCCCTAATCAAGCTGAGCATACCAGACC
GGAGGCCAGTGAATTCATGTCTTGGTTTTGCTTATGCG
CGAGCTCGATGGATCCTTAAGCACGCTCACCCCTG
GGAGGCCAGTGAATTCATGGCGTTCAACATCAACAGTC
CGAGCTCGATGGATCCCTAAACAGATGAAACCAAACCACTC
GGAGGCCAGTGAATTCATGATCTGTGTTTTCAGTGGCACA
CGAGCTCGATGGATCCTCACTCTCGGGGCCTGGC
GGAGGCCAGTGAATTCATGGCCTCCTCCATGTTCTCATCG
CGAGCTCGATGGATCCTTAGAAGCCTGCAGGCTTGTAGG
GGAGGCCAGTGAATTCATGTCTGAGCTCGACGTCCA
CGAGCTCGATGGATCCTCAGAAACCGTGAATTTTGATGTT
GGAGGCCAGTGAATTCATGGCGGTCGCGTCTATGAG
CGAGCTCGATGGATCCTCAACAAAGAGGATTGGTCTCTGC
GGAGGCCAGTGAATTCATGGGATATATAGTGGTGCTATCG
CGAGCTCGATGGATCCCTAGACCTGCTCGGCTGG
GGAGGCCAGTGAATTCATGGCCGCCGCTACATCC
CGAGCTCGATGGATCCTCAAGAGGAGAAGGCATCGATAATG
GGAGGCCAGTGAATTCATGAGTTTCAGAAGTATGTTGAAAG
CGAGCTCGATGGATCCCTAGACGGGGAGGGCTCTG
GGAGGCCAGTGAATTCATGCAGATCTTCGTGAAAACCC
CGAGCTCGATGGATCCCTAATCACCGCCGGCCTTC
GGAGGCCAGTGAATTCATGGCCGAGAGAGAGAACC
CGAGCTCGATGGATCCTCACTCTGCATCTTCACCTCC
GGAGGCCAGTGAATTCATGGCTGCTTCCATGGCTC
CGAGCTCGATGGATCCTCACTTTCCGGGGACAAAGTTG
GGAGGCCAGTGAATTCATGGCTGCTTCCACAATGGC
CGAGCTCGATGGATCCTCACTTTCCGGGGACAAAGTTG
GGAGGCCAGTGAATTCATGTCTCTCACTATTCCCACAAACC
CGAGCTCGATGGATCCTTACACGTCCTTGGCAATGAG
GGAGGCCAGTGAATTCATGGTGAAGTTTACTGCAGAAGAG
CGAGCTCGATGGATCCTTAGAGCTTGTCCTCAAAGTCAG
GGAGGCCAGTGAATTCATGGCCTCCATGCTTATGGC
CGAGCTCGATGGATCCTTACGATCCAGGCACAAACTTGG
GGAGGCCAGTGAATTCATGGCTACTTTGGCGAACC
CGAGCTCGATGGATCCTTAAAAGAAAAGCTTTCTTGTAGCC
GGAGGCCAGTGAATTCATGTCAGGTATGGAGAGGC
CGAGCTCGATGGATCCCTAGAACACCACAGTATCAAGC
GGAGGCCAGTGAATTCATGGCATCCTTCACAGCTAGC
CGAGCTCGATGGATCCCTAGAGGGATAGTCCTGACTCCTCG
GGAGGCCAGTGAATTCATGCTCAACGGGGCCGAG
CGAGCTCGATGGATCCTTAGATTGGTTGACCTTTTGGTAC
GGAGGCCAGTGAATTCATGCTTCCTCATACCACTCTCCC
CGAGCTCGATGGATCCTTAGTAAGTGACACGTACTCCTTGG
GGAGGCCAGTGAATTCATGACTTCGGCTACCTCCC
CGAGCTCGATGGATCCTCAAAAGCGCCTTTGTCTTTCC
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Primer name

5151

Primer sequence/5'-3'

X37-PAD-F
X37-PAD-R
X38-PAD-F
X38-PAD-R
X39-PAD-F
X39-PAD-R
X40-PAD-F
X40-PAD-R
X41-PAD-F
X41-PAD-R

GGAGGCCAGTGAATTCATGGCCATTTGTGCAGTCCAC
CGAGCTCGATGGATCCCTAAGCTTTTGCTTCTGCTGGTC
GGAGGCCAGTGAATTCATGGTGTCCGGGTCAGGG
CGAGCTCGATGGATCCTCAATATTTGATAGGAGC
GGAGGCCAGTGAATTCATGGCGGCAGCACCAACCA
CGAGCTCGATGGATCCTCATCCGATTGGTAGATTAGTAGCT
GGAGGCCAGTGAATTCATGTCTCGCACGTGCTCTCA
CGAGCTCGATGGATCCTCAAGCAACACTGATGATGCTATC
GGAGGCCAGTGAATTCATGGCGGAACAGACGGAG
CGAGCTCGATGGATCCCTAAGCTCCAGTAAATGCCTTC




