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Table 1 Primers Used in This Study

5144 %K (Primer Name) 5|%7%1 (Primer sequence)
1 StLEA37-BamHI-F TGTACAAGGGTACCCGGGGATCCATGTCCAACTTGAACGGAGC
2 StLEA37-Xbal-R CATGCCTGCAGGTCGACTCTAGACTACCAATCAAGATGGCACC
3 efla-qF ATTGGAAACGGATATGCTCCA
4 efla-qR TCCTTACCTGAACGCCTGTCA
5 StLEAS5-qF ATGGAGAAACCGGAGGCAAC
6 StLEAS5-gR TGGCGCTTTTGAGGACGTAA
7 StLEA9-qF ATCGCAGCAGCCGTAGTTTA
8 StLEA9-gR AGCTCGTGTCAGTGTTGAGG
9 StLEA37-qF CCCGTCCAAATCCTACCACC
10 StLEA37-gR GCAATGACTCCGAGGACGAT
11 StLEA38-qF CGTCCAAATCCTACCACCGA
12 StLEA38-qR ACGTAGGACTAGCCAGAGGA
13 NtACTIN-gF ACTGAAGCGCCTCTTAACCC
14 NtACTIN-gR AGACGGAGAATGGCATGTGG
15 NtCAT-qF AGGTACCGCTCATTCACACC
16 NtCAT-gR AAGCAAGCTTTTGACCCAGA
17 NtCOR47-gF TGTCATCGAAAAGCTTCACCGA
18 NtCOR47-gR ACCGGGATGGTAGTGGAAACTG
19 NtCBF1-qF CAGGTAAGTGGGTGTGTGAAGT
20 NtCBF1-gR TGCGATCTCGGCTGTTAGG
21 NtCBF2-qF GTTGAAGTCTTCCTGCCGTC
22 NtCBF2-gR GACTCCACTGGATACCTCGG
23 NtCBF3-qF TGCTTGGAAGTTGCCTGTTC
24 NtCBF3-gR AGAATAGCGCCTCCTCATCC
25 NtCBF4-qF GGATATTCAGAAAGCGGCGG
26 NtCBF4-gR TTCGCTAGTAATCCCGGCAT
27 NtAPX-qF CAAATGTAAGAGGAAACTCAGAGGA
28 NtAPX-gR CAGCCTTGAGCCTCATGGTACCG
29 NtPOD-qF GCTGTTCGACGAGTTGTTAACAG
30 NtPOD-gR CTCTGGCTGAGTTGTTGTTGG
31 NtSOD-qF CTCCTACCGTCGCCAAAT

32 NtSOD-gR GCCCAACCAAGAGAACCC
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Table 2 Basic characteristics of potato LEA_2 gene family

B 44 B HIHERE /T H/KDa R AREEERH  REES SRk Y240 7 AL
Gene ID Gene name laa Molecular Molecular Instability Aliphatic TREL Subcellular localization
Amino acid weight weight index index GRAVY

Soltu.DM.01G003040 StLEAL 211 23.9 9.44 40.96 88.67 -0.132 il Vacuole
Soltu.DM.01G003050 StLEA2 229 26 8.97 43.15 77.42 -0.154 JFBE Plasma membrane
Soltu.DM.01G006200 StLEA3 270 29.7 9.77 45.43 87.63 -0.15 ZHJfL)% Cytosol
Soltu.DM.01G034240 StLEA4 163 17.9 4.74 20.54 96.2 -0.153 ZHJfL)% Cytosol
Soltu.DM.01G034250 StLEA5 175 19.3 4.57 33.54 101.83 -0.189 ZHJfL)% Cytosol
Soltu.DM.01G034270 StLEA6 223 24.9 9.68 19.77 94.71 -0.111 ZHJfL)F Cytosol
Soltu.DM.01G035120 StLEA7 198 215 9.69 20.03 85 0.171 2 Rif& Mitochondrion
Soltu.DM.01G043740 StLEA8 227 24.7 9.41 28.14 105.15 0.257 IH-4¢4A& Chloroplast
Soltu.DM.02G004650 StLEA9 259 29.4 10.06 40.41 92.12 -0.344 ZHJfL)F Cytosol
Soltu.DM.02G019710 StLEA10 644 72 8.79 39.2 85.4 -0.261 JFBE Plasma membrane
Soltu.DM.02G019720 StLEA11 191 22.3 9.47 31.39 102.88 0.103 IH-4¢44& Chloroplast
Soltu.DM.02G020950 StLEA12 260 29.6 9.57 46.77 91.08 -0.217 ZHJfL)F Cytosol
Soltu.DM.02G027690 StLEA13 192 21 9.53 25.77 100.05 0.177  #HffI4MEEJ Extracellular matrix
Soltu.DM.02G028710 StLEA14 393 44 9.85 50.86 74.07 -0.302 JF i Plasma membrane
Soltu.DM.03G021490 StLEA15 213 24 9.41 31.45 90.56 -0.098 4Hf#% Nucleus
Soltu.DM.03G023270 StLEA16 204 23.1 9.7 34.46 87.94 -0.19 iR Cytosol
Soltu.DM.03G023870 StLEAL7 258 29.1 10.1 36.09 102.33 -0.092 iR Cytosol
Soltu.DM.03G034700 StLEA18 221 25.2 9.06 35.71 103.62 -0.015 /R HEAA Golgi apparatus
Soltu.DM.03G035410 StLEA19 310 34.3 9.75 55.92 76.03 -0.324 4% 44& Chloroplast
Soltu.DM.03G036400 StLEA20 267 29.1 10.27 36.24 83 -0.136 4% 44& Chloroplast
Soltu.DM.04G033500 StLEA21 320 34.9 9.93 53 71.91 -0.301 4% 44& Chloroplast
Soltu.DM.06G006890 StLEA22 193 22 9.83 36.55 103.52 -0.051 2 ki Mitochondrion
Soltu.DM.06G029430 StLEA23 208 234 9.08 48.26 103.51 0.089 iR Cytosol
Soltu.DM.06G029440 StLEA24 247 274 9.61 44.14 84.57 -0.119 I 4¢ 44 Chloroplast
Soltu.DM.07G027750 StLEA25 265 30.2 9.98 57.52 91.92 0.001 /R HEAA Golgi apparatus
Soltu.DM.08G004540 StLEA26 235 26 9.87 4317 100.72 -0.039 4% 44& Chloroplast
Soltu.DM.08G006260 StLEA27 320 35.6 4.83 24.23 96.19 -0.41 AT 4E cytoskeleton
Soltu.DM.08G029320 StLEA28 197 21.6 9.1 35.79 85.53 0.197 I 4¢ 44 Chloroplast
Soltu.DM.09G005760 StLEA29 232 26 5.04 43.08 86.9 -0.132 iR Cytosol
Soltu.DM.09G005770 StLEA30 232 26 5.19 43.16 84.01 -0.225 iR Cytosol
Soltu.DM.09G005780 StLEA31 232 25.9 5.35 41.82 87.76 -0.137 iR Cytosol
Soltu.DM.09G006840 StLEA32 263 29.2 9.97 43.83 87 -0.222 iR Cytosol
Soltu.DM.09G012990 StLEA33 204 225 9.53 34.85 118.43 0.245 iR Cytosol
Soltu.DM.10G000050 StLEA34 228 25.3 9.69 50.24 105.88 0.133 YA Cytosol
Soltu.DM.10G005880 StLEA35 175 19.5 4.79 25.24 87.94 -0.362 YA Cytosol
Soltu.DM.10G018280 StLEA36 214 24.3 9.55 40.92 92.94 -0.204 YA Cytosol

Soltu.DM.10G025370 StLEA37 225 26.1 9.29 42.62 86.18 -0.279 JF 5% Plasma membrane
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