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Supplementary Table 1 Sequences of primers

Primer name Forward sequence Reverse sequence
) GAGAACACGGGGGACGTCGACATGTCGA  GCTCACCATGGATCCTCTAGAAACCCCG
PIOTSSS-GFP CCGCTGAAGATCCC GGGCTTTTATTATC
) TCAGAGGAGGACCTGCATATGATGTCGA TCGACGGATCCCCGGGAATTCTTAAACCC
BO-PIOTS% CCGCTGAAGATCCC CGGGGCTTTTAT
T7-F/3-AD-R TAATACGACTCACTATAGGG AGATGGTGCACGATGCACAG

AD-StbHLH93

AD-StGLU

AD-St21kDa

AD-StHIR1

qRT-Pief2
qRT-Pi07555

gRT-StEF1
gRT-StHIR1
gRT_Nbefla
gRT-NbHIR1

GTACCAGATTACGCTCATATGATGGAGT
ATTACAATGAGAATGGCTT
GTACCAGATTACGCTCATATGATGGCTTG
TACCAAACTACATTTTCC
GTACCAGATTACGCTCATATGATGGAAG
GTTTTTGTAATAACCGTT
GTACCAGATTACGCTCATATGATGGGCA
ATTTGTTGTGCTGT
GTTCACGCGTGCTATTGAGA
CACACAACCCGGACAGAGAA
ATTGGAAACGGATATGCTCCA
AAAAGGGCTGAAGGAGAGGC
TGGACACAGGGACTTCATCA
CACTGTCTGCCTTGGTTCCT

ATGCCCACCCGGGTGGAATTCTTACAGA
CACTTCCCTCCATATCCA
ATGCCCACCCGGGTGGAATTCCTAGTTGA
AACTGATCGCGTATTTTG
ATGCCCACCCGGGTGGAATTCTTAGCCGT
GAAGAGCAGCAAG
ATGCCCACCCGGGTGGAATTCTTAATGGT
CCACAGAAGCTTGGA
AGCGAACTTCTTCAGGGTGA
CCGACCGTCGTACCTTTAGG
TCCTTACCTGAACGCCTGTCA
TCACTGAGAATCCGAGCACG
CAAGGGTGAAAGCAAGCAAT
GCACGGTACTGAATTGATGCC

SignalP 6.0 prediction: Sequence
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Supplementary Figure 1  Signal peptide prediction of effector Pi07555



