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Appendix 1 List of primers used in the experiment

5|4 %% Primer name

5% Primer sequence (5'-3")

& Usage

pHZM27-TaxilV-F

pHZM27-TaxilV-R

pBT3N-TaxilVF

pBT3N-TaxilVR
pBT3STE-TaxilVF
pBT3STE-TaxilVR
pBT3SUC-TaxilVF
pBT3SUC-TaxilVR
TaxilV-nLUC-F
TaxilV-nLUC-R
HRLI4D-cLUC-F
HRLI4D-cLUC-R
TaxilV-YNE-F
TaxilV-YNE-R
HRLI4D-YCE-F
HRLI4D-YCE-R

pHZM33-TaHRLI4D-F
pHZMp33-TaHRLI4D-R

qTaHRLI-4D-F

qTaHRLI-4D-R

qTaActin-F
qTaActin-R
AtActin-F

AtActin-R

AGAGGACACGCTCGAGATGGCACGAGTCCTCCTCCTC

CCATGAGCTCCCTAGGGGTGCTTCCAGCGAAATTGAAG

ATTCCTGCAGGGCCATTACGGCCATGGCACGAGTCCTCCTCC
T

TAGCTACTTACCATGGCTAGGTGCTTCCAGCGAAATT
TTTATGTAATGGCCATTACGGCCGCACGAGTCCTCCTCCTCGT
TATCGAATTCCTGCAGGGGGGTGCTTCCAGCGAAATTGAAG
TATCTGCAATGGCCCTTCCGGTGCTCGCTCCGGT
TATCGAATTCCTGCAGGGGGGTGCTTCCAGCGAAATTGAAG
TCGGTACCCGGGATCCATGGCACGAGTCCTCCTCCTC
TCTGGTCGACACTAGTGGTGCTTCCAGCGAAATTGAAG
TGGCGGAGGTCAGATCATGGGGTTCGTGTCCTTCG

GGACGCGTACGAGATCTCAGGTTGTCTTGGACTTGGGGG
CACGGGGGACTCTAGAATGGCACGAGTCCTCCTCC
GAGCGGTACCCTCGAGGGTGCTTCCAGCGAAATTGAAG
CACGGGGGACTCTAGAATGGGGTTCGTGTCCTTCG
GAGCGGTACCCTCGAGGGTGCTTCCAGCGAAATTGAAG
GGAGAGGACACCTAGGATGGGGTTCGTGTCCTTCG

GACTCTAGGGACTAGTTCAGGTTGTCTTGGACTTGGGGG

TCTACCTTGCTTTCATCACACCG

CCCTTCAAAAACGGATCCATTAC

GTGAGCCACACTGTTCCAATCTATG
CCACCGATCCAGACACTGTATTTC
CCTTGAAGTATCCTATTGAGC

GGTCTTTGAGGTTTCCATCT

RIAZi L

Subcellular localization

[ 3SSVE
Yeast two-hybrid

Luciferase complementation assay

BOFF PO AN
Bimolecular fluorescence
complementation assay

T B FE R0 R T
Construction of transgenic
Arabidopsis thaliana
FIE AT AN B R UL P T4
Expression analysis and
identification of transgenic
Arabidopsis thaliana
FKIEHT
Expression analysis
LR R T e
Identification of transgenic
Arabidopsis thaliana

A TSR TREE RS FS

Note: Underlined sequences refer to homology arms in the vector



A M1 al a2 a3 a4 a5 a6 Ml a7 a8 a9 B M2 bl b2 b3

5000bp
%888}’){; 2000bp
1500bp - s ) ) N s 1000bp
1000bp 750bp
800bp

1227bp 1221bp 1161bp 500bp
500bp 250bp
300bp 100bp

M1 : TransSK DNA Marker; M2: Trans2K DNA Marker; al-a3. a4—a6. a7-a9 4-Jill 5 pBT3N-TaXI-IV pBT3STE-TaXI-1V pBT3SUC-
TaXI-IVE . PCR; bl-b3 7 A XEFYI S pBT3NTaXI-1V (Pst USac 11,1259bp)« pBT3STE-TuXI-IV (Xba U/Hind T1,1315bp).
pBT3SUC-TuXI-1V (Xba I/Pst 1,1251bp) #4175 1H 5 b

MI1: Trans5K DNA Marker; M2: Trans2K DNA Marker; al—a3, a4—a6, a7-a9: PCR products of bacterial suspensions from pBT3N-7aX7-
1V, pBT3STE-TaXI-1V, and pBT3SUC-TaXI-1V, respectively. bl-b3: Double-digested recombinant bait plasmids pBT3N-TuXI-1V (Pst 1I/Sac

11,1259bp), pBT3STE-TaXI-1V (Xba I/Hind 111,1315bp), and pBT3SUC-TaXI-1V (Xba 1/Pst 1,1251bp)
B 1 TaXI-IV 1 PCR Y (A 5EHFHBANEIREN (B)

Attached Figure 1 PCR amplification products of 7aX/-IV (A) and double restriction enzyme

digestion verification of recombinant bait vectors (B)



