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Appendix 1 RT-qPCR primers of VY'vMDH family genes
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Gene name Forward primers (5'—3") Reverse primers (5—3")
VwMDH1 CTAGCTTGGCTCGCAGCATA TCCAGGATGGTCTTAGCCGA
VoMDH?2 GGGTCGTGGAATGCACTTTT TCCCTTCGCAATGCTCCC
CATACAATGTTCCAGCAGGGC CTAAGCTCCTGTGCGGTCAA
VvMDH3
GGAGATGCTGGGGTTATCCAA TGCTTGACGCCAACTCTTTCT
VvMDH4
GCTTGAAGGGTCTTAATGGCG ACAAAGGACCCAACCCAAGG
VvMDHS5
TGCCATGCCGATCAAAAGGA CCAGGAAGCATTGTGTCCTCA
VvMDHG6
GTCAGAGCTGACCGAACTCC GCTTATTAGCAAATGCTATGCCCT
VwMDH7
VeMDHS CTTATGGGATCCAACCAGGCA GGCTGTGGCATCCATCTTTC
VuMDH9 AGGCGAATCCATCCTGTGTC AAGCTGGCTTTGAACTTGTGC
VeMDHI0 CGCCTATGTACAGTCGGAGC AGTTCTGGCTTGAGGGCTTC
VoMDHII GAATGGCGTGGAGGAAGTGT TTTGGGCGGCAAACTTGATT
VWGAPDH TTAGGAACCCAGAGGAGA GCAAGGCAGTTTGTAGTG
VwvMDH10F/R

gageteggtacceggggatcc ATGGCAGCAACATCGTTGA tgaacgatcgcatgectgcagTTAAGCTGTCACTGTTTGCTT
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Appendix 2 Information of MDH gene family members in grape

LN 44 R RS Retufk  GRABIXAKE SRR EASFaR N 441 it 5 ot

Gene name Gene ID F5 CDS (bp) Amino acid Mw (kD) pl Subcellular

Chr (aa) localization
VvMDH1 Vitvi02g00533 2 1053 350 37.6 6.76 RSN
VvMDH?2 Vitvi03g00785 3 1071 356 37.6 8.78 SIS
VvMDH3 Vitvi07g03070 7 1071 356 37.6 8.12 A L5
VvMDH4 Vitvi07g04157 7 999 332 35.5 6.18 45
VvMDHS Vitvil0g00554 10 1059 352 36.8 8.79 itk
VvMDH6 Vitvil3g00700 13 1314 437 48.1 6.19 RSN
VvMDH7 Vitvil4g01964 14 1242 413 43.7 8.09 SIS
VvMDHS Vitvil 5200628 15 999 332 35.8 6.40 L5
VvMDH9 Vitvil5g00715 15 1080 359 38.5 5.76 SIS
VvMDHI10 Vitvil 7g00607 17 1242 413 43.6 8.14 RSN

VwMDHI11 Vitvil9g00138 19 1056 351 36.7 8.76 ARtk




