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Table S1 Primers used in this study

HH45 Gene ID L3i#)F % Forward sequence (5'-3") F#F % Reverse sequence(5'-3")
CsActinl TCCACGAGACTACCTACAACTC GCTCATACGGTCAGCGAT
CsCADO1 GTGATATATGGTCTGGGGACTG CACTGCATTCCTTCGGATTAAC
CsCADO2 TGTTTCTAGTGATCCCGAACAA TTCCATTGAGGTTTAGCAGTCT
CsCADO3 TTGGGCTGCTCGAGATTCAT GGCAAACCCCACAGTAAAGA
CsCADO4 GCTCTTTTTGGAGGTCTTAAGC GCTTTGTTGATGTCCTCAAACT
CsCADOS AGGCCGCTACAATCTATGCT CCTAAGGGTTCACACAAGGC
CsCADO6 GAAGGCCGCTACAATCTGTG TTAGCACGTCGACAAGCATG
CsCADO7 CGTCCACCAAAAGTTTGTTGTA CACTCTGTTTCAGTCCAAAGTG
CsCADOS TTATCCAAAACGATGTTCGATACCG CGAAATGGATTAAACGTTGGAATTGGG
CsCADO9 GAAGGAAAAATCATCGGTCGAG AGTCAGTCACACAAGATAGGTG
CsCADI0 TGATGTTGACGGTACAGTTACA CACTCCAAGAGATTTACCAGGT
CsCADI11 TCATGTGATTCCGTTGTTCAAC GTAAATAGGTTGACGTCGTTCG
CsCADI2 AAAGTTTGGGTGTCGATTTAGC ACTACCTTCACTGCCTTATCAC
CsCAD13 CTTATCTGGAAAGTGGGAAGGT AAAACAGAGGCAGTGCTAAAAG
CsCAD14 AAAGCCTTTGATCTGATGCATG GAAGGGATAGGATTCGTACTCG
CsCADI15 AATCTGTGAGCCAGGTAATCAA ATTTGACACCTAAAAGTGACGC
CsCADI6 TCATCTTCTGTCTGTGTCAAGT TTCTCCATGCCGCACCAA
CsCAD17 ACAGCCCTTTGAGATACTATGG GGCGAGGTACTAATCACAGTAA
CsCADIS8 TAATGATGTCTATACCGACGGC TGTTTAGGCCAAAATGGTTCAG
CsCADI19 CCTAAAAAGGGTCAATCCGTTG TTCTTTGCTTCTTCGAAACGAG
CsCAD20 TGTTTACTTCTGGGAGGCCA ACATTCTCCACATTCCCCTGT
CsCAD21 TGTTTACTTCTGGGAGGCCA ACATTCTCCACATTCCCCTGT
CsCAD22 TTGTGTTCTTAGCTGCGG ATGATCCTAGATGCCCCA
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Table S2 Analysis of the physicochemical properties and subcellular localization prediction of cucumber

CAD family proteins

BIERE TR FHE TRERE RERY VA0 5
HEAF HEE D Amino Molecular ~ Theoreti Instability Aliphatic ~ 3R7/K&R%  Subcellular
Gene name _ Gene ID acid length weight (kD) cal pI Index index GRAVY localization
CsCADOl  CsaV4_1G000838 379 40.54 6.37 40.85 89.71 0.111 LI EEST
CsCADO02 CsaV4 2G001620 359 38.96 6.38 26.75 93.37 -0.108 21t I
CsCADO3  CsaV4_2G001621 358 38.64 7.15 29.82 88.44 -0.091 41 it J5
CsCADO04 CsaV4 2G002903 344 36.96 5.72 30.11 86.66 -0.035 41 I
CsCADO5  CsaV4_3G001732 290 31.31 5.71 28.04 93.76 0.085 41 it J5
CsCADO6 CsaV4 3G001733 365 39.27 5.9 27.83 91.01 0.047 41 I
CsCADO7  CsaV4_3G001889 357 39.14 5.85 36.55 92.97 -0.036 5T

CsCADO8  CsaV4 3G004589 362 39.75 7.16 32.02 84.78 -0.138 AR
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