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Supplementary table 1 Gene cloning primers, RT-qPCR primers and Y 1H primer sequences

GIE/ RS Bk
Primer name Primer sequences (5-3")
F:ATGGAGATTAATGGAGGTAGGAG
SbNAC19
R:TCATTTATTAAATATGCAAATTCCGATA
F:CTAAATCCTAATCCACCCGTTTG
SbNAC64
R:ATGGGCCCCCGAGAACCCGA
F:ATGGGGGCAATGACACTCCCTCCA
SbNAC74
R:TCAGTTTGATCCTGCATAATTTTGGC
F:AATGACGGGCCAATCGAAGA
q-SbNAC19
R:AGCTGCACAAATGGATCGGA
F:-TCCGGGTACTGGAAAGCAACTGG
q-SbNAC64
R:CCGACAAAGCACCCAATCATCC
F:AGCAGTTGGAGCAGCAATGGATC
q-SbNAC74

R:CCCTTGTGTGACATCCGACA

F:AAACATGTCGGCCGCCTCGGCTCTAGAATGGAGATTAATGGAGGTAGGAG
pGADT7-SbNAC19

R:CATCTGCAGCTCGAGCTCGATGGATCCTTTATTAAATATGCAAAT

F:CGCCTCGGCCTCTTCTAGAATGGGCCCCCGAGAACCCGA
pGADT7-SbNAC64

R:CGAGCTCGATGGATCGGATCCAATCCTAATCCACCCGTTTG

F:GCCATGGAGGCCAGTGAATTCATGGGGGCAATGACACTCCCTCCA
pGADT7-SbNAC74

R:CAGCTCGAGCTCGATGGATCTCAGTTTGATCCTGCATAATTTTGGC

F:CCTGGTACCGAGCTCGAATTCCACGATTCATGTGATTCACG
pHis2-Core

R:ATTGTAATACGACTCACTATAGGGCTCACGTGAATCGTGAAT




Core

F:CACGATTCATGTGATTCACGATTCACGTGA

R:TCACGTGAATCGTGAATCACATGAATCGTG
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Supplementary table 2 Characterization of physicochemical properties of the SbNAC family proteins

EEAH  FRD SRR Mooedar A REURIEHC REBIRH P 4L
Gene name Original ID u:mber 0 f weight Is oelept Vs)latlllty Ahphatlc qur.Ophl Subcellular localization
amino acids (Da) ric point index index licity

NACI Sb01g02230 172 19 952.77 9.3 45.21 56.1 -0.908 A%
NAC2 Sb01g02510 283 32479.83 6.54 37.25 64.7 -0.593 I A%
NAC3 Sb01g05340 472 52402.22 4.44 37.88 69.79 -0.497 S A%
NAC4 Sb01g09820 654 71 900.07 485 50.24 63.99 -0.48 S A%
NACS Sb01g11910 242 27 692.11 9.17 51.88 63.18 -0.874 A%
NAC6 Sb01g15500 338 39205.82 5.79 51.48 58.82 -0.827 Mtz dEA YR
NAC7 Sb01g17490 373 42313.38 5.46 55.85 62.82 -0.514 A%
NACS Sb01g18310 593 67 127.15 8.59 29.1 92.85 -0.031 LIRSS
NACY Sb01g19050 219 25118.29 5.14 48.02 76.12 -0.568 I A%
NAC10 Sb01g19080 225 25 829.1 5.14 46.89 74.53 -0.54 I A%
NACI1 Sb01g22460 130 14 956.14 9.52 28.28 63.77 -0.676 Y= JUNNIES P AN
NACI2 Sb01g27480 246 28 637.07 4.92 50.36 56.63 -0.793 A%
NACI3 Sb01g30280 373 42235.57 5.38 43.67 68.77 -0.651 LIRSS
NAC14 Sb01g30290 395 44 404.9 5.32 57.1 68.41 -0.685 RSN
NACI5 Sb01g30300 572 63 608.6 4.66 37.45 74.7 -0.496 LIRSS
NAC16 Sb01g32440 319 35798.62 8.65 42.24 63.29 -0.591 Y1 A%
NAC17 Sb01g34840 592 67 374.66 8.35 29.07 95 -0.021 Y1 A%
NACI18 Sb01g35570 311 35755.15 6.01 47.94 59.61 -0.77 S A%
NAC19 Sb01g36780 330 38 048.74 6.35 55.92 61.42 -0.883 i 7R
NAC20 Sb01g47890 596 66 772.85 7.99 24.01 98.62 0.043 2 DAUNNIT 2N
NAC21 Sb01g55580 347 39 351.91 7.22 48.72 69.97 -0.693 A%
NAC22 Sb02g04430 569 64 333.59 5.73 45.16 66.33 -0.634 LIRSS
NAC23 Sb02g11030 377 42792.86 5.7 45.94 58.14 -0.655 A%
NAC24 Sb02g14200 403 44 893.03 6.41 49.95 61.04 -0.802 S A%
NAC25 Sb02g16250 470 53359.94 5.27 33.67 59.09 -0.817 S A%
NAC26 Sb02g16530 375 42 486.45 6.12 58.97 60.32 -0.732 S A%
NAC27 Sb02g20840 253 29 128.42 5.13 55.39 64.82 -0.713 4 5T
NAC28 Sb02g20860 591 66 488.79 8.41 23.39 99.59 0.052 PR Rk
NAC29 $b02g22620 492 55381.76 471 42.92 77.44 -0.607 A%
NAC30 Sb02g23660 268 3121241 6.91 432 69.81 -0.633 I A%
NAC31 Sb02g23820 386 44120.26 6.06 43.12 62.12 -0.663 i 5
NAC32 Sb02g25020 594 67 070.27 8.47 29.02 96.95 0.057 SR TR NG 2 I
NAC33 Sb02g27150 140 16 326.87 9.3 26.64 65.5 -0.616 AT Rk
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NAC75 Sb09g32540 331 37 551.86 7.04 38.98 51.87 -0.825 A Bl A
NAC76 Sb09g35600 306 34053.96 8.82 40.33 60.59 -0.751 YAt
NAC77 Sb09g36350 307 34 827.26 9.21 44.22 67.92 -0.85 A%
NAC78 Sb09g37290 634 71 056.77 5.67 32.33 96.12 0.007 5T
A B
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A: IEZER; B: WiREIE

A: Amplification results. B: Verification of bacterial cultures. M: Maker. 1: SDNAC19. 2: SbBNAC64. 3: SDNAC74

MiE 1 SLNACI9. SBNAC64 F1 SbNAC74 i) PCR 12 5% PCR I k&

Supplementary aFig. 1 Electrophoretogram of PCR amplification and colony PCR verification
of SONAC19, SbNAC64, and SDNAC74



