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Tablel Primers and Sequences

Primer name Forward (5'-3") Reverse (5'-3")
KO- F/IKO-R TCGGAAGAGTCCCAGTAATGC CATGAGCATAGGGCTGCTGG-
Actin-F/Actin-R AGGAAGGCTGGAAGAGGACC CGGGAAATTGTGAGGGACAT
Qper-TrxL1-F/Qper-TrxL1-R TCATATTCTGAGCTGTTCCCC TGACCAAATTGCGAGCTTC
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Figure 1:Distribution of Trx on rice chromosomes
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Figure 2: Homology analysis of Trx sequences in indica rice and Arabidopsis. The gray lines in
the background indicate collinear blocks between rice and other plant genomes, while the red lines
indicate Trx homologous gene pairs.
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f— auxin-responsive element

" binding site of AT-rich DNA binding protein (ATBP-1)

[T cis-acting element involved in defense and stress responsiveness
I cis-acting element involved in low-temperature responsiveness
T cis-acting element involved in salicylic acid responsiveness
[ cis-acting element involved in the abscisic acid responsiveness
" cis-acting regulatory element essential for the anaerobic induction
7 cis-acting regulatory element involved in light responsiveness
— cis-acting regulatory element involved in the MeJA-responsiveness
" element for maximal elicitor-mediated activation (2copies)

[ gibberellin-responsive element

[ ight responsive element

f— part of a conserved DNA module involved in light responsiveness
f— part of a light responsive element

— cis-acting regulatory element involved in seed-specific regulation
T cis-regulatory element involved in endosperm expression
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— like element involved in anoxic specific inducibility
T MYB binding site involved in drought-inducibility

W MYBHv1 binding site

[ cis-acting regulatory element involved in auxin responsiveness
[T cis-acting regulatory element involved in circadian control
T cis-acting regulatory element involved in zein metabolism regulation
_— cis-acting regulatory element related to meristem expression
T MYB binding site involved in light responsiveness

T part of an auxin-responsive element

— cis-acting element involved in light responsiveness
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icting reg y element
[ cis-acting regulatory element root specific
part of a light response element
I cis-acting element involved in gibberellin-responsiveness
— part of a light responsive module
— part of a module for light response
 MYB binding site involved in flavonoid biosynthetic genes regulation
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— d ive element

I gibberellin-responsive element and part of a light responsive element
— part of a conserved DNA module array (CMA3)

" part of gapA in (gapA-CMA1) involved with light responsiveness
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Figure 3: Prediction and Visualization of Cis-Acting Elements in Trx



