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Supplementary Table 1 Primer list used in this study
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Primer Sequence of primer (5'-3") Purpose of primer
C_SbMYBI113- CTAGAGGATCCCCGGGTACCATGGAAAAGAATGGAGGAGTGAG HE R S b
like F
C_SbMYBI113- GATCGGGGAAATTCGAGCTCTTACCTGTTTCCTAACAATTTATGA
like R
S SbMYBI113- TGGCGGCCGCTCTAGAATGGAAAAGAATGGAGGAGTGAGA V.4 it 7 i
like F
S _SbMYB113- CGGTATCGATAAGCTTCCTGTTTCCTAACAATTTATGAAGT
like R
Q_SbMYBI113- AGGTGCATGGACAAAGGATGA RT-gPCR
like F
Q_SbMYBI113- CAACCCAGTTCTGTGAGGGA
like R

ACT7_F CAGGAAGCAGAAACAGCAAAGA W5

ACT7 R

CAATGATGGCTGGAACAACACT
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A: SbMYBI113-like EERFEKMMFUMEER; B: SDMYB113-like ZE R BB AL FUM; C: SDMYBI113-like
ERAESHIMTUN247; D: SbMYB113-like EABBRGMIFTN; E: ERZRLEHTN (EERK o 12
i, dRRERLEME, FERERPEA, KERRTAMNERH); F: EFZREHITN

A: Prediction results of the hydrophilicity of the SbMYB113-like protein. B: Prediction of the phosphorylation site
of the SbMYB113-like protein. C: Predictive Analysis of SOMYB113-like protein Signaling peptides. D: Predictive
display of the transmembrane domain of SbMYB113-like protein. E: Protein secondary structure prediction (blue
represents a -helix, red represents extended chain, green represents B -turn, purple represents random coil). F:
Prediction of protein tertiary structure
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Supplementary Fig. 1 Analysis of the SbMYB113-like protein’s physicochemical characteristics



