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Supplementarytable 1 Information of primers used in this study
514 ElEv2 i
Primer Primer sequence (5'-3") Purpose
PM999-OsbHLHO69-1aa-L 22aGAATTCATGGCCGACGAGTGGTGG
PM999-OsbHLHO069-A266-285aa-R ~ CGCTGCCGCCGGCGAGTCGGAG
PM999-OsbHLHO069-A266-285aa-L  GCCGGCGGCAGCGCTAGGGGACAGA
4 R

PM999-OsbHLH069-392aa-R

266-285aa-GFP-L

266-285aa-GFP-R

GAL4BD-OsbHLH069-1aa-L

GAL4BD-OsbHLH069-280aa-R

GAL4BD-OsbHLH069-271aa-L

GAL4BD-OsbHLH069-335aa-R

GAL4BD-OsbHLH069-326aa-L

GAL4BD-OsbHLH069-392aa-R

GAL4BD-LAX1-1aa-L

GAL4BD-LAX1-215aa-R

BK-OsbHLH069-121aa-L

BK/AD-OsbHLH069-1aa-L

BK/AD-OsbHLH069-280aa-R

BK/AD-OsbHLH069-271aa-L

2aaGGTACCCCTAAACGTGCCTCCGAATG
Subcellular localization
2aaGAATTCAAGAGGCCACGGATCGAGGTGCCGTCGCCGTT

GCCGACGTTCAAGGTGAGGAAAGAGAAG ATGAGTAAA

2aaGGTACCCTTCTCTTTCCTCACCTTGAACG

2aaGAATTCATGGCCGACGAGTGGTGG

2aaGGTACCCTACTTGAACGTCGGCAACGG

22aaGAATTCATGGAGGTGCCGTCGCCGT

22aGGTACCCTAAGTTCCCATTCTTCAAGTACGGA XN F WA

22aGAATTCATGTTGAGCTCTCCGTACTTGAAG Dual luciferase assay

2aaGGTACCCTAACCTAAACGTGCCTCCGAATG

22aaGAATTCATGCATGACCCACGCGG

2aaGGTACCAATAAGATCCTTGCGCACCAGACTCC

FEREGH i, B RFXUIRAE
2aaGAATTCACCAATCCATTCAGGGAC
Yeast library screening, yeast two-hybrid assay

2aaGAATTCATGGCCGACGAGTGGTGG

FERER AL AE
2aaGGATCCACTTGAACGTCGGCAACGG

Yeast two-hybrid assay
22aaGAATTCGAGGTGCCGTCGCCGT



BK/AD-OsbHLH069-335aa-R 2aaGGATCCAGTTCCCATTCTTCAAGTACGGA

BK/AD-OsbHLH069-326aa-L 2aaGAATTCTTGAGCTCTCCGTACTTGAAG

FERRIR i, EREXUIR AL
BK/AD-OsbHLH069-392aa-R 22aaGGATCCACCTAAACGTGCCTCCGAATG

Yeast library screening, yeast two-hybrid assay

AD-OsbHLH069-AbHLH-L GACGTTCAAGTTGAGCTCTCCGTACTTG

AD-OsbHLH069-AbHLH-R GAGAGCTCAACTTGAACGTCGGCAACG

BK/AD-LAX1-1aa-L

BK/AD-LAX1-40aa-R

BK/AD-LAX1-31aa-L

BK/AD-LAX1-99aa-R

BK/AD-LAX1-90aa-L

AD-LAX1-AbHLH-L

AD-LAX1-AbHLH-R

BK/AD-LAX1-215aa-R

BK/AD-LAX2-1aa-L

BK/AD-LAX2-394aa-R

BK-LAX2-156aa-L

BK-LAX2-199aa-R

BK-LAX2-379aa-R

SCYCE-LAX2-L

SCYCE-LAX2-R

OsbHLH069-SCYNE-L

OsbHLH069-SCYNE-R

MBP-LAX2-L

MBP-LAX2-R

qRT-OsbHLHO069-L

qRT-OsbHLHO069-R

qRT-LAX2-L

qRT-LAX2-R

Ubiquitin-F

Ubiquitin-R

1301S-OsbHLH069-L

1301S-OsbHLH069-R

22aGAATTCATGCATGACCCACGCGGC

22aGGATCCAGAGCTTGGCGCCGGGG

2aaGAATTCGGCGGGCGGCGGCG

2aaGGATCCACGCGGCCTGGTGCAGGGT

2aaGAATTCAAGGCGCAGGTCACCCTGC

GCGCCAAGCTCAAGGCGCAGGTC

GAGCTTGGCGCCGGGG

22aaGGATCCAATAAGATCCTTGCGCACCAGACTCC

22aGAATTCATGGTCCCGGCTCGGAG

22aGTCGACCTAGGGCCTTCTGCCATAC

2aaGAATTCTCCGACCACGACCTCTTCC

2aaGTCGACCATGCCCGGGAGCACCA

2aaGTCGACCAGCGGTTGGTATGTCCGG

2aaACTAGTATGGTCCCGGCTCGGAG

22aGGTACCGGGCCTTCTGCCATACTGC

22aaGGATCCATGGCCGACGAGTGGTGG

22aCTCGAGCCTAAACGTGCCTCCGAATGTT

22aGAATTCATGGTCCCGGCTCGGAG

22aGTCGACGAAGCCCGAGGAGGCG

CCGTACTTGAAGAATGGGAACC

TCTCGCTCGCCACCGTATAAG

GCAGCAGCAACAACGGAGG

GGTGGTGGACGGGAAGAGG

AACCAGCTGAGGCCCAAGA

ACGATTGATTTAACCAGTCCATGA

22aGGTACCATGGCCGACGAGTGGTGG

22aGGATCCCTACCTAAACGTGCCTCCGA

PEREXUA A

Yeast two-hybrid assay

3T 96 HAMAL

Bimolecular fluorescence complementation assay

AN Bk

In vitro pull-down assay

LI 9 5E B PCR

Quantitative real-time PCR

NLUC-LAX2-L 2aaTCTAGAATGGTCCCGGCTCGGAG eI I L AMA LS
NLUC-LAX2-R 22aaGTCGACGGGCCTTCTGCCATACTGC Luciferase complementation assay
CLUC-LAX1-L 2aaGGTACCATGCATGACCCACGCGG
CLUC-LAXI1-R 22aaTCTAGAATAAGATCCTTGCGCACCAGA

e IEFRC SR NI T 51, “aaa” NEEVIAL sl GRIPHHZE . AbHLH fR3 8k bHLH 455k

Note: The bases marked in bold are the restriction enzyme recognition sites, “aaa” are the bases that protect the restriction sites, and

AbHLH indicates the missing bHLH domain



