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Table S1 Primer sequences used in this study

514= R

Primer name

LiHEs1F%) (5-3)

Forward primer sequence

THEs1¥F%) (5-3)

Reverse primer sequence

Clone-ZmERD15¢
gPCR-ZmERD15¢c
gPCR-ZmEF1a
pGADT?
pGBKT7-ZmERD15¢c
pGADT7-ZmCKIIp4
pSPYCE-ZmCKIIp4
pSPYNE-ZmERD15c
IWT772-ZmCKIIp4
JW771-ZmERD15c
1305-ZmERD15c¢
gPCR-Atactin
gPCR-AtRD20
gPCR-AtRD26
gPCR-AtRD29A

TCATCGTCTCCAATCCAGAGAGCCG
CAGTGTCACATCTTGGCACG
TGGGCCTACTGGTCTTACTACTGA
CTATTCGATGATGAAGATACCCCACCAAACCC
aggccgaattcccggggatccATGGCGGTTGTGAGCGGC
gtaccagattacgctcatATGATGTATAAACAGGGGGGAGCG
tccatcgatagtactgtcgacATGTATAAACAGGGGGGAGCG
tccatcgatagtactgtcgacATGGCGGTTGTGAGCGGC
tacgcgtcceggggeggtaccATGTATAAACAGGGGGGAGCG
gagaacacgggggacgagctcATGGCGGTTGTGAGCGGC
acgggggactcttgaccATGGTAATGAGCACCACAACGGCG
CGTACCCTCGCCGACTACAA
TACACTTCCGAGTTGGGTGC
TTGATTGGGCTAGCTTGGCA
TATTCGCCGGAATCTGACGG

CGTCGCCGTCGGTGGATGAA
AGCCCAGATCCAGAAACTGC
ACATACCCACGCTTCAGATCCT
GTGAACTTGCGGGGTTTTTCAGTATCTACGAT
atgcggeegetgcagGTCGACGCGCGGCTGCTGGATGGG
cagctcgagctcgatggatccTGGCTTGTGGAGCTTGAAGC
caacttttgctccatcccgggTGGCTTGTGGAGCTTGAAGC
atcgtatgggtacatcccgggGCGCGGCTGCTGGATGGG
tgtagtccatttgttggatccTGGCTTGTGGAGCTTGAAGC
cgcgtacgagatctggtcgacGCGCGGCTGCTGGATGGG
ttaccctcagatctaccatgg TGCGAGGCTGGCGGATGG
CGCTGAACCTTTCCAGATCCA
AACCGTTAGCGCGTATTTGC
GCTCGAAACGCATCGTAACC
GATGCCTCACCGTATCCAGG

. RPUNGFREROR AR L RIVEE 8.
iz 2 ZMERD15¢ & H MBI R
Table S2 Physicochemical properties of ZmERD15c proteins

TR EA=
Property ZmERD15c
5> ¥ #/Da
17.74463
Molecular weight
AR A (pD
5.04
Theoretical isoelectric point
Piasae
Cr89H1101N235022451
Molecular formula
61.27
Instability coefficient
B L e B
27
Total number of negatively charged residues
1E L AR e B
22
Total number of positively charged residues
SB35 R A
-0. 751

Average coefficient of hydrophilicity and hydrophobicity
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Fig. S1 Basic information on ZmERD15c protein



