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Table 1 Primers for promoting fusion tags and carrier skeletons

MR EIE/E3 B3 5°--3°
IL-27-F ¥R IL-27 CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA
GGAGATATACATATGCGTAAAGGTCCGCCGGCAGCATTAAC
IL-27-R 18 IL-27 GATGATGATGAGGTTGAGGACTCAGGGTC
W P-F P 3iiF CCGGCGTAGAGGATCGAGAT
H P-R B P 36E TCGTCGTCGGTACCCAGATC
XXA-IL27-F 1 XXA b2 CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA
GGAGATATACATATGGGATCCCCGAAACTGCGTGA
XXA-IL27-R ¥ XXA 5% CTCGAGCATCTGATCTTCACTCAGTG
XXA HH-F i XXA 528 GAAGATCAGATGCTCGAGGAAAACCTGTACTTCCAATCCCGTAA
AGGTCCGCCGGCAGCATTAA
XXA HH-R F i XXA H4E GAGGGGAATTGTTATCCGCTCACAAT
Sumo-IL27-F 1% sumo K% CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA
GGAGATATACATATGATGAGCGATAGCGAAGTTAATCAGGAAGC
Sumo-IL27-R 1 sumo Fr%% ACCACCGATCTGTTCGCGGT

Sumo H4¢-F

Sumo HZE-R

Nusa-IL27-F

Nusa-IL27-R

Nusa ‘B %8-F

Nusa H32-R

GST-IL27-F

P73 sumo 548

P38 sumo 528

14 Nusa b2

H 18 Nusa #7325

41 Nusa 532

P14 Nusa 548

Y1 GST Fr%s

CGAACAGATCGGTGGTGAAAACCTGTACTTCCAATCCCGTAAAG

GTCCGCCGGCAGCATTAA

GAGGGGAATTGTTATCCGCTCACAAT

CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA

GGAGATATACATATGATGAACAAAGAAATTTTGGCTGTAGTTGAA

GCCG

GCTTCGTCACCGAACCAGCAAA

TGGTTCGGTGACGAAGCGGAAAACCTGTACTTCCAATCCCGTAA

AGGTCCGCCGGCAGCATTAA

GAGGGGAATTGTTATCCGCTCACAAT

CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA

GGAGATATACATATGATGAGCCCGATTCTGGGTTATTGG




GST-IL27-R

GST ‘HZ4:-F

GST ‘H2%E-R

MBP-IL27-F

MBP-IL27-R

MBP # 22-F

MBP &% R

Trxa-IL27-F

Trxa-IL27-R

Trxa ‘B 42-F

ESN

punff

Trxa -

Y1 GST br%s

1% GST B4

¥i% GST B4

1 MBP FRZs

1 MBP FrZs

¥4 MBP 42

¥4 MBP 4L

J 1 Trxa h5%%

J 1 Trxa 5%

14 Trxa B4

4

punff

1 Trxa -

TTTCGGCGGATGATCACCACCA

GGTGATCATCCGCCGAAAgAAAACCTGTACTTCCAATCCCGTAAA

GGTCCGCCGGCAGCATTAA

GAGGGGAATTGTTATCCGCTCACAAT

CGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAA
GGAGATATACATATGATGAAAATCGAAGAAGGTAAACTGGTAATC

TGG

CGTCTTTCAGGGCTTCATCGACAG

GAAGCCCTGAAAGACGCGCAGACTGAAAACCTGTACTTCCAATC

CCGTAAAGGTCCGCCGGCAGCATTAA

GAGGGGAATTGTTATCCGCTCACAAT

TTCCTCGACGCTAACCTGGCCCTGGTGCCGCGCGGCAGCCGTAA

AGGTCCGCCGGCAGCATTAAC

CACCACCACCTTTACCCAGGCTCA

TGGGTAAAGGTGGTGGTGGTAGCGGTGGTGGTGGTAGCGGTGGT

GGTGGTAGTTTTCCGCGTCCGCCTGGT

GCCAGGTTAGCGTCGAGGAACTCTT
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M: DL2000 DNA marker; 1-5: IL-27 PCR #3474
M: DL2000 DNA marker; 1-5: PCR product of IL-27
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Fig.S1 Verification of IL-27 agarose gel electrophoresis
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2000
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1-2: XXA-IL (649bp); 3-4: GST-IL27 (715bp); 5-8: Sumo-IL(355bp); 9-10 Fll 20-21: Nusa-IL27(1545bp); 11-14: MBP-
IL27(1154bp); 15-18: Trxa-IL27(390bp); M: DL2000 DNA marker
1-2: XXA-IL (649 bp); 3-4: GST-IL27 (715 bp); 5-8: Sumo-IL (355 bp); 9-10 and 20-21: Nusa-IL27 (1545 bp);11-14: MBP-
1L27(1154bp); 15-18: Trxa-1L27(390bp); M: DL2000 DNA marker
M1 2 PCR # B4 EIAR 25 T s B AR A B K B8 E
Fig.S2 Verification of agarose gel electrophoresis with different tags amplified by PCR
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(AW EEE S B)MIANTTIEL S . M: Protein marker; 1: pET-32a(+)Z#HAANIE CHFHE4L); 2: XXA-IL-27 (70 kD); 3:
SUMO-IL-27 (62 kD); 4: GST-IL-27 (76 kD); 5: NusA-IL-27 (105kD); 6: TrxA-IL-27 (62 kD); 7: MBP-IL-27 (91 kD); 8:
IL-27 (54 kD)
(A) Soluble fraction; (B) Insoluble fraction. M: Protein marker; 1: pET-32a(+) empty vector control; 2: XXA-IL-27 (70 kD); 3: SUMO-
IL-27 (62 kD); 4: GST-IL-27 (76 kD); 5: NusA-IL-27 (105 kD); 6: TrxA-IL-27 (62 kD); 7: MBP-IL-27 (91 kD); 8: IL-27 (54 kD)
MiE 3 REMEAIRZERT IL-27 EEBBEKRGTE DA RIENFN

Fig.S3 Effects of different solubility-enhancing tags on the soluble expression of recombinant IL-27 in E. coli



