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STable 1 Primers and antisense strand probe sequence

EFEBZFR Gene Name  F5{£ 5% Base sequence (5'-3') FII& Usage
beta-actin-F GTTCCAGCCATCACTAATCGG
beta-actin-R GAATAGACCCTCCAATCCAGACAC
PoPILS1a-F GCTATCCCAACCGTCACCCT
PoPILS1a-R TAACAACAAGAATGCCCGACAG
PoPILS1b-F TGTTTAATCCATCACTTGTGGGTAG
PoPILS1b-R CCAAGTGCTGAGCCAATAATAAAC
PoPILS5a-F TCGCCAGACCCATTATACCA
PoPILS5a-R AGGACAGGATCCACATGTAGACC
LA EE
PoPILS5b-F CATCTGATACGAAATTCGGCTG
PoPILS5b-R GAGTTGAGTTTCCTGGTTAGCATC
PoPILS6-F ACCACTCGTCCTGATTGCG
PoPILS6-R TTGTTCAGGTGTGTTATCCGTTG
PoPILS2a-F GGGGATGATTTGCGAAGTG
PoPILS2a-R CAGAGGAGGAAATTCTTGAGAGTAA
PoPILS2b-F TATTTTTATCCATCTGGGTGAGTCC
PoPILS2b-R GGAGGTGGGCGACATAAAATC
PoPILS1a-F CACGGGGGACGAGCTCGGTACCATGGAGGGAAGAGCTACAC
PoPILSIa-R TGCTCACCATGTCGACTCTAGAAGCTATTAGCCACATGAAGA T
PoPILS5a-F CACGGGGGACGAGCTCGGTACCATGGTTTTATCTACGACTG
PoPILS5a-R TGCTCACCATGTCGACTCTAGAGGACAGGATCCACATGTAGA
PoPILS1a-F GAGCTCGGTACCCGGGGATCCATGGAGGGAAGAGCTACA T P

PoPILS1a-R AAGCAAAGCTCTGCAGGTCGACTCAAGCTATTAGCCACAT




HEE AR Gene Name  ffE 575 Base sequence (5'-3") Fii%& Usage
TGACCAAAGCGTTAGGGCAACCGATGCCAAAGCATACGTCCACAGCATA

ATAACAGAGCATTCACTCTCTCCAGCTCCGAACAATTGGGTAATCGTGCC

PoPILSIa
TATGTTCATTGCCGGTGGAAGTGCATACTGTAGTAGAAGAACAAACTGAT
ACAATGGATCTGACTGCACCAGCCCCATGTGAATAGC
AR IRE
ATATTCATGGCAGGTGGCAAGGTAAACTGAACCATTAGCACATAGTGGTA
TAATGGGTCTGGCGAGAGGAAGCCAAGATTGGCCGCTGCTTTCACGACC
PoPILS5a
CCCAATGCCAATCACCGAAAGAAATAAGTATCTAACGCAAAGGATCCCA
ATAATGACCAAAAATTTTAATCTCGATGCCCGTAAGCC
Mizk 2 #F} PILS BEZREE BRI MR
STable 2 Physicochemical properties of PoPILS gene family
£ @A & HERID REELNE SEREE MNP TFRE
SFEBF Exon FHEE pl
Gene name Gene ID Location Amino acid Mw (Da)
PoPILSla  Pos.gene81279 Chr04 8 311 33 284.45 9.19
PoPILSIb  Pos.gene81280 Chr04 6 219 24 094.39 8.30
PoPILS5a  Pos.gene3062 Chr04 6 191 20 896.00 9.18
PoPILS5b  Pos.gene75828 Chr04 7 261 28 972.81 537
PoPILS6 Pos.gene49961 Chr04 12 409 44 366.06 8.76
PoPILS2a  Pos.gene54238 unchr_scaff 1 441 48 390.86 5.26
PoPILS2b  Pos.genel3258 unchr_scaff 3 494 54 827.91 7.63
Mizz 3 PoPILS & F AR (LA = U
STable 3 The predicted phosphorylation sites of POPILS proteins
HEA 2421 R EEER &
Gene Serine Threonine Tyrosine Threshold
PoPILSla 20 8 2 30
PoPILS1b 8 2 2 12
PoPILS2a 26 14 3 43
PoPILS2b 26 13 5 44
PoPILS5a 10 9 0 19
PoPILS5b 7 3 1 11
PoPILS6 16 11 2 29
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The scale bar of the left displays the length of tree peony chromosomes
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SFig. 1 The distribution of PoPILS on chromosomes
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MEGRATPVARQSLEANIL IPAVCKE PDVCHTHGMAYASLSMAVEAV Y LHS YV YNIVRISSSKIATEVN IDDST INMKENGET SKLLDGSCTETLLPSKDCFICLGNKYQAPT SAKIRQHFRRILRHVNLEALFE 150
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The transmembrane and modular loop structure of POPILS Prediction of trans-membrane helices within two highly conversed hydrophobic

domains located at N-and C-termini were shown by the rectangle filling with distinct colors
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SFig. 2 The transmembrane and modular ring structures of PoPILS
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Note:The three categories of GO are symbolized by green and red respectively on the right.
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SFig.3 PoPILS GO ontology



