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Table S1  Primer Information
HEH NAGEEY AL EEY] Hig
Gene Forward primer (5'-3") Reverse primer (5'-3") Usage
] 52
FveTCPS TGATACATATGCCCGTCGACATGATGACTGA CAGAATTCGGATCCGGTACCTTAGGAACCA %Gm s
ve TCCAAGGGG GTATCGTCCT ene
cloning
Fve26S TAACCGCATCAGGTCTCCAA CTCGAGCAGTTCTCCGACAG NS5 H
Reference
AtACT2 AAGCTGGGGTTTTATGAATGG TTGTCACACACAAGTGCATCAT gene
FveTCP5 TCGTGTCTCCCGAACCTTTG GGTTGGCTAAGACCAAGCCT
AtSOS1 TCATCTCCCGCCGCATTATCAC GATTGCTCTTGCTCTCGTCTCAAC
ASOS2 GGCTTGAAGAAAGTGAGTCTCG GCTACATAGTTCGGAGTTCCACA S
AtNHX1 TTGACAAGTGGAGATCCGTGAGTG TGCTCTTCCAACCATGACCAGAC £ PCR
AtHKTI GTCTCTGCCATCACCGTCTCTTC GCCACCGAGGAACATGAGGATAG RT-gPCR
AtCORI154 CAGTTCGTCGTCGTTTCT CCAATGTATCTGCGGTTT
AtRD29A4 CGGGATTTGACGGAGAACCA GGTCTCTTCCCAGCTCAGTC
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Fig. S1 Cloning of the FveTCP5 gene (A), sequencing results (B), and analysis of its protein secondary (C) and

tertiary (D) structures
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Fig. S2 Multiple sequence alignment of TCPS5 proteins in different species



