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Supplementary table 1 Physiological and biochemical testing of strains

A AR AL IR S B1-h B4-p B5-a B5-c B3-c B3-o B3-f

Physiological and biochemical test

FRIELTR3S Methyl red + + + + + + +
AR N + - + + - - -

Oxidation-Fermentation test

N[k 52 B Indole test - - - - . _ _

MRS AL SN, Gelatin liquefaction + + + + + + +
A AR N Catalase + + + + n ¥ +

FNA B ZE Phenylalanine de - - . . B} 3 3
aminase

FLWEKE% Lactose fermentation - + - + + + "

VR B o

Note :“+”positive; “-” negative.

Bacillus subtilis strain DSM 10 (NR 027552.1)

Bacillus subtilis strain BCRC 10255 (NR 116017.1)

Bacillus subtilis strain SBMP4 (NR 118383.1)

Bacillus subtilis subsp. subtilis strain 168 (NR 102783.2)
Bacillus stercoris strain JCM 30051 (NR 180796.1)

Bacillus halotolerans strain DSM 8802 (NR 115063.1)
Bacillus atrophaeus strain JCM 9070 (NR 024689.1)

B5-¢

B5-a

Bacillus haynesii strain NRRL B-41327 (NR 157609.1)

Bl-h

Bacillus altitudinis 41KF2b (NR 042337.1)

B4-p

Priestia megaterium NBRC 15308 = ATCC 14581 (NR 112636.1)
Priestia flexa strain SBMP3 (NR 118382.1)

Peribacillus simplex NBRC 15720 =DSM 1321 (NR 115603.1)
Peribacillus gossypii strain JM-267 (NR 145585.1)

Peribacillus frigoritolerans strain DSM 8801 (NR 115064.1)
B3-¢

100 \_E B3-o
54 B3-f

Brevibacillus laterosporus strain JCM 2496 (NR 115592.1)
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Supplementary Fig. 1  Phylogenetic tree for seven screened strains based on 16S rRNA gene sequences
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Supplementary table 2 Determination of the growth-promoting function of strains

Bitkan s [#] %L fiR4H potassium FEER B A VAR TCHLE% phosphorus
Strain number nitrogen fixation solubilizin Siderophore solubilizin
SE T SE £ Qualitative %% Qualitative AJA, e
Qualitative Qualitative D/d D/d Qualitative D/d
mg/50 mL
B1-h + 1.2740.32f 1.2840.08b 1.6940.43a 0.4120.05b 1.2240.16b

B4-p + 15.98+1.65¢ 1.4440.18b 1.9140.41a 68.1644.95b 2.3440.38a




B5-a - 4.6240.56e 1.2440.02b -- - 1.1440.02b

B5-¢c - 0.03#40.01g 1.2940.11b 1.6540.03a 1.2540.68a 1.0840.09b
B3-c + 6.5640.10d 3.4610.29b -- - 1.0240.01b
B3-o + 58.5440.54a 1.1640.09b -- - 1.0940.03b
B3-f + 39.850.33b 5.8542.33a -- -- 1.0240.01b
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Supplementary table 3 Determination of IAA secretion and biofilm formation ability in Bacterial Strains

RS 51 1AA Secrete IAA FAEA I Formation of biofilm
Strain number B IR % % ODsso Aol
Color depth Absorbance ODs3g Series detection

Bl-h + 0.12:40.002b 1% VPP T VIR, Gt s mnT Wg Gt

B4-p ++ 0.2940.001a 1% WIBTERT AN, Geta )5 T Wk e 3R

B5-a + 0.0440,001d 3% TURUBII R, HU S HaE L IR
B5-c + 0.06:0.001c 1% VPP T AR, Gt s mnT Wg Gt

B3-c - - 4 G TRV RN, Yo T E WA W0 R G
B3-0 - - 4 o TRV RN, Yo T E WA S W0 R G
B3-f . - 3 S FURUBIIRAEIE, F S EaE I IR

W IR IR AL < TEEI . Note:*“+ Light pink; “++’Deep pink; “--” Colorless .
figed LEBMBT7E/RAEKIER

Supplementary table 4 Growth performance of 7 strain under supernatant treatment

i WPk Strain

Supernatant Bl-h B4-p B5-a B5-c B3-c B3-0 B3-f
B1-h + + + - - -
B4-P - + + - - +
B5-a + - + - - -
B5-c + - + - - -
B3-c + + - -
B3-0 - + - - - +
B3-f - + - - - - -

E: “+” RN ( ODeoo LIHVHH+HEIMK) | (ODgoo BHR) >1;  “~” IR ( ODgoo LIFWR+E M) / ODgoo BHR) <1 .

Note: “+” ODggo(supernatant+ strain)/ (ODgpg Strain) >1; “-” ODggo(supernatant+ strain)/ (ODgqp Strain) <1



