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TableS1 Primer information
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Gene name
CsYABBY1 ATTGTCGGCAGGTGAGTGTT AGGAGGAGGAGGAGGAGGTA
CsYABBY?2 ACCAGACAGTTGCAAGCCAA TTCTTCCTCGCCTTCACTGC
CsYABBYS GTTTTCTCACCGGACCACCT TCCACCAGGCCACTCTTTTG
CsYABBY11 CGCCAACAACAACAGGAAGG TGGAATTGCGTAGGGATCGG
CsYABBY12 CATGTCGTCCTCCTCAGCTC CTCACCGTCACCGTCTTGAA
CsYABBYI3 CCAGAGATTAGCCACCGTGA TTCTTCCTCGCCTTCACTGC
CsYABBY17 AATGCCTCCTATTCGTCCGC TTCTTCCTCGCCTTCACTGC
P-actin ACAATTTCCCGCTCTGCTGTTGTG AGCTCAAGCCCACCAGTAAC
MiF 2 ILRRFF YABBY RiEAK BAVIRIL 4R
TableS2 Physicochemical properties of Y4ABBY family members in C. sativa
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Number Molecular Isoelectric Grand average of Subcellular
Gene name Gene ID Protein
of amino weight (kD) point hydropathicity location
stability
acids
CsYABBYI Csa02g001230 203 22.37 9.46 -0.59 N Y R
CsYABBY2 Csa03g011910 188 21.06 9.37 -0.482 N Y R
CsYABBY3 Csa03g027340 232 25.82 5.99 -0.407 N Y R



CsYABBY4 Csa04g063090 300 34.1 8.97 -0.408 ARE -4
CsYABBYS Csa05g004070 305 34.82 8.96 -0.395 ARE -4
CsYABBY6 Csa05g044630 164 18.39 9.6 -0.341 ARE -4
CsYABBY7 Csa05g085860 179 19.5 9.54 -0.536 ThasE -4
CsYABBYS Csa06g051580 227 25.52 6.78 -0.422 NV RN
CsYABBY9 Csa07g035840 130 14.18 9.33 -0.342 NN 2Rk
CsYABBY10 Csa07g060160 164 18.44 9.44 -0.322 Ak 2Rk
CsYABBY11 Csa08g001240 236 25.85 8.65 -0.474 NN 2Rk
CsYABBYI2 Csal3g057240 235 25.67 8.66 -0.47 NGV RN
CsYABBY13 Csal4g009930 188 21.04 9.37 -0.464 NN 2Rk
CsYABBY14 Csal4g030690 232 25.94 5.86 -0.484 NN 2Rk
CsYABBY15 Csal6g030480 180 19.57 9.54 -0.549 Ak 2Rk
CsYABBYI6 Csal6g050800 164 18.45 9.57 -0.343 NN 2Rk
CsYABBY17 Csal7g011910 174 19.62 9.69 -0.641 Ak 2Rk
CsYABBYI18 Csal7g030590 232 25.97 577 -0.476 NGV Y EEZUN
Zinc finger domain YABBY domain
CsYABBY14 HVQCGFCTTILLVSVPYTSLSMVVTVRCGHCTSLLINKPPEKRQRAPSAYNCFIKEEIRRLKAQNPSMAHKEAFSLAAKNWAHF
CsYABBYI8 HVQC TTILLVSVPYTSLSMVVTVRCGHCTSLLNKPPEKRQRAPSAYNCFIKEEIRRLKAQNPSMAHKEAFSLAAKNWAHF
CsYABBY3 HVQCGFCTTILLVSVPYTSLSMVVTVRCGHCTSLLINKPPEKRQRAPSAYNCFIKEEIRRLKAQNPSMAHKEAFSLAAKNWAHF
INO HVQCGFCTTILLVSVPFTSLSMVVTVRCGHCTSLLINKPPEKRQRAPSAYNCFIKEEIRRLKAQNPSMAHKEAFSLAAKNWAHF
CsYABBYS YVQCNFCDTILAVSVPYTSLFKTVTVRCGCCTTLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBY4 YVQCNFCDTILAVSVPYTSLFKTVTVRCGCCTTLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBYS YVQCNFCDTILAVSV 1 T Y sCCTTLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
YABI YVQCNFCQTILAVNYV TY sCCTNLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBYl - - - - - MCD-C .S V. PV, "GHCSNLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBY12 YV "SFCDTV /SV TV "GHCSNLLNRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBY1l YV CDTV /SV Ty SHCSNLLINRPPEKRQRVYPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
YAB3 YV ‘CDTV Y §Y TV  HCSNLLINRPPEKRQRVPSAYNRFIKEEIQRIKAGNPDISHREAFSAAAKNWAHF
CsYABBY6 VY 1 FCNILIV 'SV ™S SHCTNLWNRSTEKRQRVPSAYNQFIKEEIQRIKANNPDISHREAFSTAAKNWAHF
CsYABBY16 Y 1 FCNIY 'SV TR ;YCTNLWNRSTEKRQRVPS NQFIKEEIQRIKANNPDISHREAFSTAAKNWAHF
CsYABBY10 Y I CNIV /SV £ g S sHCTNLWNRSTEKPQRVHSAYNQFIKEEIQRIKANNPDISHREAFSTAAKNWAHF
YABS Yi FCNI11 /NV TV "GHCTNLWNRPPEKRQRVPSAYNQFIKEEIQRIKANNPDISHREAFSTAAKNWAHF
CsYABBY2 YV NETT I /SV TV SHCTNLL|-RPPEKRQRVPSAYNRFIKEEIQRIKACNPEI SHREAFSTAAKNWAHF
CsYABBY13 YV FETET SV TV "GHCTNLL|-RPPEKRQRVPSAYNRFIKEEIQRIKACNPEISHREAFSTAAKNWAHF
CsYABBY17 Y 1 SV Y. "GHCTNLL|-RPPEKRQRVPSAYNRFIKEEIQRIKACNPEISHRE TAAKNWAHF
YAB2 YV 'SV TV sHCTNLL|-RPPEKRQRVPSAYNRFIKEEIQRIKACNPEISHRE STAAKNWAHF
CsYABBY7 YV /GIPLKRMLDTVTVKCGHCGNLSVKPPEKKQRLPSAYNRFMRDEIQRIKSANPEIPHRE SAAAKNWAKY
CsYABBYY YV /GIPLKRMLDTVTVKCGHCGNLSVKPPEKKQRLPSAYNRFM=- - - - - - - o 0 0 00000 0o mmmm e m e m om0 e e
CsYABBY15 vV GIPLKRMLDTVTVKCGHCGNLSVKPPEKKQRLPSAYNRFMRDEIQRIKSANPEIPHREAFSAAAKNWAKY
CRC Yv VGIPLKRMLDTVTVKCGHCGNLSIVKPPEKKQRLPSAYNRFMRDEIQRIKSANPEIPHREAFSAAAKNWAKY
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Fig. S1 Multiple sequence alignment of the conserved domain in CsYABBY proteins



