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App. Tab.1  Analysis of cis-acting elements of the PpGS1.1pro

I Y e HE g 5]l
cis-Elements Number Function Sequence
A-box 2 JFECAE F G Ccis-acting element) CCGTCC
ABRE 1 ABA M5 o (ABA-responsive element) ACGTG
3 IRE5 T JGfF (anaerobic-responsive
ARE R I T p AAACCA
element)
1 oy 2 5 ama R IREE A ot (cis-acting
Box 4 ) o ) ATTAAT
element involved in light responsiveness)
38 JA )T ARG SR T WAE A o (common
CAAT-box cis-acting element in promoter and enhancer CAAAT
regions )
1 SHEH RIS R AE R T (cis-acting
CAT-box regulatory element related to meristem GCCACT
expression)
CCAAT-box 1 MYBHv1 &5 &1 s (MYBHV1 binding site) CAACGG
3 IRFTR F ERm NG (MeJA-responsive
CGTCA-motif R P CGTCA
element)
G-box 2 Jem e (light-responsive element) TACGTG
1 REAFE SR o (anaerobic induction
GC-motif o _ ccecece
responsive element)
1 PR T RIL R R (cis-acting
RY-element regulatory element involved in seed-specific CATGCATG
regulation)
Spl 3 Yemis setE Ccore promoter element) GGGCGG
30 JREI Tt (salicylic acid-responsive TATA
TATA-box
element)
TCA-element 1 JK ¥R Y 76 (salicylic acid-responsive
CCATCTTTTT
element)
TGA-element 1 AR e (auxin-responsive element) AACGAC
TGACG-motif 3 FRFTR F B Mo (MeJA-responsive
TGACG

element)
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APpMYBS2 453, B PpPWRKY65 45443, C PpDOF1 45141, D PpERF14 453, E PpNAC67 45143, F PpbZIP1 45435
APpMYBS2 domain. B PpWRKY65 domain. C PpDOF1 domain. D PpERF14 domain. E PPNAC67 domain. F PpbZIP1 domain.
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App. Fig. 1 Domain analysis of transcription factors
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App. Tab.2 Candidate transcription factors screened for interaction with the PpGS1.1 promoter

s #K ID R R TR IR
Number Gene ID Information TF Family
1 LOC127309785 MYBS2-like 3% H ¥ (MYBS2-like
MYB

transcription factor)

LOC127344604 WRKY65 #3%[K -7 (WRKYB5 transcription

2 WRKY
factor)
3 LOC124677961 DOF1 ¥ 3¢[X¥ (DOF1 transcription factor) DOF
LI R S (7 ERF14-like
4 LOC124688543 (Ethylene-responsive transcription factor ERF
ERF14-like)
LOC127311599 NAC67-like #2351 F (NAC67-like
5 NAC
transcription factor)
LOC127300715 bZIP1-A 3% [AF (bZIP1-A transcription
6 bzIP

factor)




