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Supplementary table 1 Yeast positive clone plasmid sequencing results
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Positive clone number

BRT

Accession number

it

Description

1. 10

2, 8, 26, 28, 41, 46

14, 17, 30, 45. 48

XM_016019957.4
XM_016029375.4
XM_016035053.4

Ziziphus jujuba pro-hevein (LOC107412231) , mRNA
Ziziphus jujuba endoplasmin homolog (LOC107420419) , mRNA

Ziziphus jujuba serine hydroxymethyltransferase, mitochondrial (LOC107425121) , mRNA

4 XM _048479239.2 Ziziphus jujuba 14-3-3-like protein G-BOX factor 14 kappa (LOC107425173) , mRNA
5 XM _016025075.4 Ziziphus jujuba 14-3-3-like protein A (LOC107416568) , mRNA

7. 51 XM_016025267.4 Ziziphus jujuba heat shock cognate protein 80 (LOC107416736) , mRNA
9 XM_048467617.2 Ziziphus jujuba polyubiquitin (LOC107432461) , mRNA

11, 32, 33. 35

XM_016042527.4

Ziziphus jujuba protein CHLORORESPIRATORY REDUCTION 41, chloroplastic

13 XM_048472469.2 Ziziphus jujuba golgin candidate 5 (LOC107405217) , transcript variant X2, mRNA

15 XM _060819197.1 Ziziphus jujuba protein SLOW GREEN 1, chloroplastic (LOC107425548) , mRNA
Ziziphus jujuba oxygen-evolving enhancer protein 3-2, chloroplastic (LOC107421293) ,

16 XM _016030515.4 mRNA

18 XM _048463279.2 Ziziphus jujuba glutathione S-transferase U17 (LOC107428781) , mRNA

19 XM_016045220.4 Ziziphus jujuba beta-amyrin 28-monooxygenase (LOC107433852) , mRNA

20 XM_025070604.3 Ziziphus jujuba uncharacterized LOC107412532 (LOC107412532) , mRNA
Ziziphus jujuba probable transmembrane GTPase FZO-like, chloroplastic (LOC107426437) ,

21, 36 XM _016036627.4 mRNA
22 XM_016013689.4 Ziziphus jujuba thioredoxin H-type (LOC107406531) , mRNA
23, 25. 40 XM_048464477.2 Ziziphus jujuba peroxisome biogenesis protein 19-1 (LOC107409167) , mRNA




24, 47
27

29
34
37
38
39
42
43
49
50
52

XM_016035560.4
NM_001323862.1

XM_060813561.1
XM_025078984.2
XM_016030996.4
XM_016023044.4
XM_048475894.2
XM_016033757.4
XM_060813546.1
XM_016017949.4
XM_016021490.4
XM_016034407.4

Ziziphus jujuba probable ATP synthase 24 kDa subunit, mitochondrial (LOC107425553) ,
mRNA

Ziziphus jujuba ribulose bisphosphate carboxylase/oxygenase activase, chloroplastic
Ziziphus jujuba nucleoid-associated protein At4g30620, chloroplastic (LOC107426428) ,
mRNA

Ziziphus jujuba var. spinosa puromycin-sensitive aminopeptidase (LOC107429861) , mRNA
Ziziphus jujuba thioredoxin Y1, chloroplastic (LOC107421704) , mRNA

Ziziphus jujuba THO complex subunit 7A (LOC107414842) , mRNA

Ziziphus jujuba pentatricopeptide repeat-containing protein At5g42310, chloroplastic
Ziziphus jujuba protein ELF4-LIKE 3 (LOC107424067) , mRNA

Ziziphus jujuba microtubule-associated protein 70-1 (LOC107429255) , mRNA

Ziziphus jujuba large ribosomal subunit protein P2B (LOC107410517) , mRNA

Ziziphus jujuba heat shock cognate 70 kDa protein 2-like (LOC107413527) , mRNA

Ziziphus jujuba thioredoxin H-type (LOC107424567) , mRNA




