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Supplementary table 1 Tested tomato varieties

ETRe) e FA ETRE) E S HH ETRE B S HA W e HA
Code Name Type Code Name Type Code Name Type Code Name Type
BI ER1Y 3 6 A A K1 56FE P i Pl IVF398 T & Y1 kI TR AR
B2 £ 56 30 6 AN K2 B 2045 PR i P2 IVF1305 TG Y2 K PR T A
B3 5 36 3 6 B A K3 i 4027 P P3 IVF1678 A Y3 F TR A
B4 W25 3 e A A K4 i 4031 P P4 IVF1893 A Y4 I 23 TR A
BS Tt 460 3 6 A K5 w7 20311 PR i P5 IVF2088 TG Y5 1247 208 PERR R it
B6 Kig+— 3 5 A A K6 LA P P6 IVF3535 A Y6 ¥k 576 TR A
B7 Fy— 3 6 B A K7 F5it P P7 IVF5200 A Y7 HIH 1015 TR A
BS K 326 30 6 A K8 1B A PR i P8 IVF5212 I Y8 w1 PR T Al
B9 R 595 3 A A K9 it SS28 P P9 IVF6193 A Y9 &GO TR A
BI0 KW 3 5 3 B K10 P15 P P10 H1015 T & Y10 RSN TR AR
Bl1 flok i naes 30 6 A K11 X%F25 PR i P11 DF8815 I Y11 21 PR T Al
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Code Name Type Code Name Type Code Name Type Code Name Type

BI2 HE 3 5 A A K12 HFHEE3 5 PR Al P12 2L7% 10 T & Y12 ZIFHE 2015 TR A
BI3 HIEZS 30 6 A K13 FH 2099 FURFE il P13 47 3166 I Y13 FRid PR T A
Bl4 bEINILRES 3 5 A A K14 Rk 5 5 PRl P14 47 1266 T & Y14 BN TR A
BI5 W4 901 3 5 A A K15 Fitia -2 PRl P15 FiF 45 T & Y15 R 6453 TR A
B16 Fif 128 30 6 A K16 Wik 3 5 FURFE il P16 3 Rx4-1806 TG Y16 HEAT PR T A
B17 BAAF-5 3 5 A A K17 A P& Al P17 Roma T & Y17 £y TR AR
BI8 Rk 25 3 5 A A K18 BRES 5 PRl P18 San Marzano T & Y18 4l 216 TR A
B19 HUEEHERN 87360 M IEEE AT K19 PNk 128 FURFE il P19 Santa Cruz B TG Y19 ks ik PR T A
B20 w7 3 B A K20 Wk 25 PR Al P20 R996 T & Y20 A8 TR A
B21 LZE DA 3 6 Bl K21 VI 6 5 P& Al P21 ROO1 T & Y21 ¥ rt TR AR
B22 LY 3 6 A K22 FH# 126 FURFE il P22 Pet095-43 TG Y22 EU PR T A
B23 BeoRez 3 6 B A K23 LR 155 PR Al P23 SS809 T & Y23 YERFERLL 1 55 TR A
B24 X 3 B A K24 (e PR Al P24 ONT7710 T & Y24 it s 5 TR A
B25 N 30 6 A K25 WA 309 FUFE il P25 Hunt100 TG Y25 W25 PR T Al
B26 FIEF 3 A A K26 XX45 PR Al P26 E6203 T & Y26 st TR A
B27 GRS 3 6 B A K27 BeA vt PR Al P27 E3259 T & Y27 UIN= B2 TR A
B28 ESi 30 6 A K28 R 4 FUFE il P28 23TH-22 I Y28 ExE PR T Al
B29 YLFl 3 5 3 5 A A K29 3 5 PRl P29 Campbell 31 T & Y29 C703 TR A
B30 B W3 B K30 W T HE A mye g P30 Campbell 1327 T & Y30 (e TR AR
B31 22 3 30 6 A K31 HE 2T FUFE il P31 BVS-22 I Y31 HAR AL PR T A
B32 SV4224TH 3 5 A A K32 [EUSS PRl P32 BVS31 T & Y32 HH TR A
B33 RRJ& W3 B K33 Hikk 2 5 mye g P33 H3402 T & Y33 it 25 TR A
B34 SVTH1366 30 6 AN K34 AR 65 FURFE il P34 DM-31(A2) I Y34 B PR T A
B35 RR 7 3 6 A A K35 2k PR Al P35 M82 T & Y35 P TR AR
B36 W 101 3 5 B K36 HHE 2301 P& Al P36 JT1401 T & Y36 T4 TR A
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Code Name Type Code Name Code Name Type Code Name Type

B37 WA 301 e 3 £ K37 %2 i P37 JT1402 T & Y37 &5 TR A
B38 WA 501 30 6 A K38 AR il P38 XH2401 I Y38 o LI PR T A
B39 W 404 3 5 A A K39 Hk 99 i P39 JT1904 T & Y39 i1l 88 TR A
B40 I 403 e 38 fr K40 F 7 A8 bt P40 e —5 A Y40 sapolo TR A
B41 HE 30 6 A K41 23G666 i P41 JSLS-1 TG Y41 I3y PR T A
B42 HZk 95 3 5 A A K42 FKER 8 5 i P42 JSLS-5 T & Y42 AN TR AR
B43 17 101 e 38 fr K43 Wk 115 b P43 JSLS-9 T & Y43 HEREL S TR A
B44 2% 301 30 6 A K44 fEEH i P44 JSLS-17 TG Y44 HEHE1S PR T A
B45 HZ% 302 W B £ K45 ik 315 i P45 JSLS-19 PN LA Y45 BT PR A
B46 HRME 1S 3 6 Bl K46 R i P46 JSLS-21 T & Y46 HERL 102 TR AR
B47 PR 3 6 A K47 k15 i P47 JSLS-23 TG Y47 WX 105 PR T A
B48 WE 1 3 6 B A K48 JPCQ6 i P48 JSLS-32 T & Y48 R 75 #H% TR A
B49 EE e fr K49 —F& I b P49 JSLS-36 T & Y49 B 75 40 4% TR A
B50 T 30 6 A K50 K& E=RR il P50 JSLS-50 TG Y50 EiEah PR T Al
B51 W 3 A A K51 WL SR i P51 1814 T & Y51 HZB17% TR A
B52 liga e 3 fr K52 Jefti 3 5 i P52 1869 T & Y52 s 15 TR A
BS3 b PN 30 6 A K53 BiZk 602 i P53 2102-1 I Y53 Witk 8 5 PR T Al
BS54 i) b e e 3 £ K54 JSH46 i P54 2111-1 T & Y54 PRIFd = TR A
B55 HE 55 W3 B K55 FER i P55 2124 T & Y55 [iEZ37S TR AR
B56 ik 506 30 6 A K56 FeHE 101 i P56 2156 I Y56 Fer PR T A
B57 WA 21066 e 38 fr K57 AR b P57 18S-1 T & Y57 QTR TR A
B58 &8 5 W3 B K58 1t 68 i P58 18S-2 T & Y58 0% 201 TR A
B59 ok 30 6 AN K59 T 366 i P59 18S-3 I Y59 P # R PR T A
B60 RE1H 3 6 A A K60 W% H2205 i P60 0786 T & Y60 W15 TR AR
B61 Kbl 15 3 5 B K61 W% H2302 i P61 JF9605 T & Y61 THE 479 TR A



i e Esit] RS EA HA W5 EA HA W5 e %

Code Name Type Code Name Type Code Name Type Code Name Type

B62 TE% 2203 W B £ K62 R85 P A P62 JF6366 PN LA Y62 REk 15 PERR A
B63 KRIE 1567 W A £ 2t K63 7 308 PR P63 XH71 I Y63 # 0L 2006 PRk it
B64 BELF5 806 3 5 A A K64 Wik 12 5 PRl P64 JF2203 T & Y64 FHELIIE 201 PERR At
B65 H#E3 S 3 5 A A K65 BENS PRl P65 XH2405 T & Y65 THEE PERR A
B66 REEAT W A £ 2Rt K66 7 J\BE R P66 XH62 TG Y66 i PRk it
B67 Hethgh 2 5 W B £ K67 VS ES P A P67 JF3703 I A Y67 FL2 5 PERR At
B68 A1 903 W B £ K68 ] L B P A P68 HY083 I LA Y68 T2 5 PERR A
B69 KA 1274 W A £ 2Rt K69 LN AR P69 JF5108 TG Y69 1B 746 PRk it
B70 T 640 W B £ K70 i P A P70 JF1606 PN LA Y70 2203-117 PERR A

B71 iz 8 = W B £ K71 B R P A P71 JF2110 P A Y71 TiEg PERR A
B72 EH 802 e A 2Rt K72 FRR 168 AR P72 Heinz 1706 TG Y72 1 RAS PR it

3% 2 84 4 InDel #REER
Supplementary table 2 The information of the 84 InDel markers

Ei Gk POSE YR ab & L G2 PSRN AL PR/ alb &

Name Primer sequence (5°-3°) Position (Mb)  Product size a/b Type Name Primer sequence (5°-3’) Position (Mb) Product size a/b Type
1-1 F:AAAACAAGACGATTTCAAGA 1911282 138/209 BKPY 2-7 F:TGCCATTGGTCACAAGTCTC 42220065 115/196 BP

R:ATCGGTCATATTTCATGTAACT R:CCTTCCTTCCTTCCTTCTCC
1-2 F:ATGCAGACACTAGGCTTAAA 5463490 171/108 Y 2-8 F:TTCATTCTCACGATTCACAA 45104532 250/170 BK
R:GGGACCCATTATCTACAGGA R:ATATTCGTTAGCCTCTTGAA
1-3 F:TCAAACTTCAAACCAGACTC 6341133 140/197 BKPY 29 F:TTAACTAGATACATAAGATTGGCT 50023474 202/136 Y
R:CATTTCTTCCTTTAGACCAA R:ATATGCATGGACAAGGAAAC
1-6 F:AGTATGCACCATTATTTGAG 53108896 128/216 KY 2-10 F:AGATGCGAATGAGAATGTGA 53014112 115/193 PY
R:ACCATAATATCAGCTTTAGT R:-TCCTGAGCTTGGGAGTAAAA




=2y i BIE 2]l POMAE RN ab i Essit] HR Bk Geto fifr B PR alb i Essit]
Name Primer sequence (5°-3) Position (Mb) ~ Product size a/b Type Name Primer sequence (5°-3) Position (Mb) Product size a/b Type
1-7 F:AGATAGGGAATGAACACCTG 72816607 134/190 BP 3-1 F:-TTCCTCCGACCAAACAACAT 4846108 122/291 BKPY
R:AGAAGAAAACAATGCAAAGC R:GCCTCTACTTACGGTCCAAC
1-8 F:GATTCAAACTAGTCCCTTAC 77365373 130/195 B 3-3 F:AAAAGTTTCCCTATGTTGAA 14877098 143/218 BK
R:ATCTGGATTATGATTTCTCG R:ATTAGATGGTTGATTTGTGA
1-9 F:ATTGGATGATAAATTGTGATATGC 82391611 248/164 PY 3-7 F:AGCTATCTTCGATAAATTAC 50183125 151/240 KY
R:CCCCGACAGGACGAGTTGTC R:ATGATGGAGTATAAATGAGT
1-10 F:ATGACTCAAATTGCCAGGGT 85638579 279/189 KY 3-8 F:AAATGGGTGCTTTTGTTGGC 54397737 263/160 P
R:GCAAAAGGTGACCAATGGAC R:AGCAAGGAATCTGTTGTAGAATGA
1-11 F:CATACTTTCATTATTAGTCTCGTT 89948310 145/264 BY 3-9 F:ATTTGTTGAAAGTTTAGGTG 58963996 149/232 KY
R:AAGGTACCATTAACCAAGAA R:ATAAAATACTTTCAGTTGCC
2-5 F:GAATGAACAAGTTTCCATGA 33754122 148/241 Y 3-10 F:GCTGATGTATGACTGATTCT 61198341 122/251 BKPY
R:ACTGAGCACAGACCATTTAG R:GTGCACAAAACACTCAAAGA
2-6 F:GCTGCTCTTATAGCTTTACT 39909603 113/167 BK 3-11 F:CAGTTTTGTTATCTTTCCTC 62038059 144/236 Y
R:CACATATTCAGATAAGCATTAT R:ATGACATTTATTTGGTTGAG
4-1 F:AAAAGCCCAATTCCATAAGC 2112421 145/246 B 5-7 F:GGATGAAAACCACGACAAAT 55558448 116/209 BP
R:GAGCCCCATTCACAGATAAA R:TTCATTCTATTATGGAGGAG
4-2 F:CATTGATCTTGGAACTCGAC 4289320 154/269 BKP 5-8 F:CTGATAGTGGCCGTGAGAAT 58697101 154/283 PY
R:ATTTAGCCTTTGGACTGACT R:GTCAGGTGGATAAGGCAAAA
4-6 F:TATCGCACCTTTGGAGTTAT 27681793 150/263 KP 59 F:-TTTGACTTGTTAACTATAAGCAGA 61646548 243/148 BP
R:.TGATTCAGTAGTAGTGGCTTT R:ATCCATTTCATAACTAATAGAGGT
4-9 F:-TAGACATTCAAATTACAGGG 51873659 150/207 Y 5-10 F: TAAGGAGTTTGTGATGGATG 64015703 134/203 P
R:ATCGAATTGGTTATTAGACT R:TCTCAAAGGGAAGTACATCT
4-10 F:ATAAATCGAGGTCTAGAAAA 55564004 160/244 BKP 6-1 F:ATGGTTTAACACGAGTCGAG 2924677 149/240 BKPY

R:AAGGAATTGACTCAATAAAT

R:TAAAAGCATAGCATCCTCCT
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Name Primer sequence (5°-3) Position (Mb) ~ Product size a/b Type Name Primer sequence (5°-3) Position (Mb) Product size a/b Type
4-11 F:GACCGATTTGGTATGATTGT 61385550 131/217 PY 6-2 F:AGTGCAAATCTAACCTCTAT 5597971 155/261 BKPY
R:.TTCGTTTGGATGGTTGTTAT R:ATAACATCGTGTAATCTTTG
4-12 F:-TTCTTAGGACATATTTGGCG 62629940 130/232 P 6-6 F:-TCGTCATGTTTAATTTGTTC 30670742 168/251 BKY
R:TTTTGCGTCATTTTCGACTC R:ATTTGAGCTATTTCGGATAT
5-1 F:-TACCTTTGTCTTCCTTGAGC 1965347 135/212 BPY 6-7 F:TTTTATTTTGGTCTAACAGTTG 36956579 136/282 Y
R:AACGAGATCTAAAGCAGGCA R:TAATTTTCTTGATCCTTTGG
5-2 F:CATTTGAAAAGACAAACCAA 3663112 119/258 BP 6-9 F:-TTAATGGTAAAAGGGTCAAA 42814202 1207261 Y
R:TGTCATCACATAAGTCCGTC R:GGTTCACCCTCTGTGATCTT
5-3 F:ACGATTCTTAATTACTTTTG 5807520 122/204 Y 7-1 F:-TTTAGAAGGGAATTGGAGCT 1031887 167/231 BP
R:ATTTCACTATGAGATTTCTT R:CAGGCATAAATTAGATCATTTT
5-4 F:TCAAGTCCAAGTTCCATCTC 6699788 294/191 Y 7-2 F:AATTGTGACTAGGTGGAATG 3994958 141/272 B
R:TGCCAGTGGAAGGTAAGAGT R:AATAACTACCAACTGAAAGC
5-5 F:AAGGAATAGAAAAGAGTGGG 19993958 129/218 BKP 7-5 F: TTATTGTTGATGTAAGGGAT 32716757 270/171 BPY
R:AATTAAAGAAGCTCGTTGAT R:.TCAGTAGTTTGTTATGAGGG
7-6 F: TAGCAAGTGGGAGTAACAGC 57467031 125/190 BKPY 9-3 F:-TGAGCCATCATTTTACTTCT 2909837 141/230 KP
R:CCAGAGGTATGTAGGCATCG R:CACCTTGATTATTCCCACTA
7-8 F:-TGTCGAAGAGTTTTAGTTTC 60409049 110/244 BKY 9-6 F:CCTTGTACATAATGTGGGCTTT 42134989 100/155 Y
R:AATCATCATCCTACTGTTTG R:ATGATGCGATCAATTGCTTG
7-9 F:-TTGCGAGTAACTGTGGTATG 62511874 145/218 P 9-8 F:GATTCCAATTTCAAACTTTC 59811990 135/218 Y
R:TAGGCTTTATGTTGGATGGA R:TGTTGATGCAAGATATGAGA
7-10 F:TCACGAAACATCTACCAACC 64148773 136/215 Y 9-9 F:ATTAGGAGACCAAGGTACTA 63280732 134/263 Y
R:ATTAGACTGAACCCCATAGC R:CATTATAACCAACTTGATGA
7-11 F:GTATTATCTGATGCGGGTTT 65087901 215/136 BKP 9-10 F:AAACCAAAACGACAAATCAT 67150849 229/131 BPY

R:ATAGCTTGAGGGGAGTGTTA

R:AAGTGGTGTCTTTGCGGTAG
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Name Primer sequence (5°-3) Position (Mb) ~ Product size a/b Type Name Primer sequence (5°-3) Position (Mb) Product size a/b Type
8-1 F:CCAGTCTCGCTCGCATTCTC 2924105 141/247 BY 10-1 F:ACATCACTTCATCTCCTTCT 386647 125/229 BK
R:TGCCCACATGATCGTTTTGA R:CTACCGTACGTGACTATTGA
8-2 F:-TCAATACAATCAATATTCCTTC 3153013 265/159 PY 10-2 F:ATTTATTTAGTAACGCTTTC 2646284 113/173 BPY
R:TTCTTCCACCTGTTTTATGA R:ATGAATGTTATTAGTGTCGT
8-8 F:GAGTTTCATTTTCTGTGGGT 57319066 148/221 Y 10-6 F:CACGAATCACATAAGACCAC 36929035 122/217 P
R:ACATTGGTTCTTTATCATCA R:AACTTTAGATGACAACCAGA
8-9 F:AGGTGGAAGAAAATGAAATG 59491278 148/202 B 10-7 F:TACCCATACTGAAACCCACA 52451297 137/209 BKPY
R:TCTAATGCACCTAGATGGTT R:CAGGAGGATTATGCTTATTT
8-10 F:ATTGAACAGCTAAGCTCGTT 63987037 136/249 BKPY 10-9 F:-TGAAAGAAAATCATCCCATC 58665645 103/186 BP
R:ATGCACCTTACACTACAACT R:TACCAATAGTGTTCCATAGC
9-1 F:GTAGAAGAATAAGACACGAC 273928 259/122 BKP 10-10 F:ATACGCAATAAATCTATAAGTG 64555037 223/161 BK
R:TGAGACAAGATAAGAATGGT R:GTGCTAATAACGCGAAGGTC
9-2 F:GACTTGAAATAGATCACGAT 2416056 145/245 KP 11-1 F:-TTGTCCCTGTGAGATGAACA 877225 127/202 BPY
R:ATAAGCATAGAGTTGACCTC R:ATAACCAGTTTGTCCCACGA
11-2 F:-TAATTGTGACCCACATTTTA 4777109 187/129 BP 12-1 F:GTTTCATTTTGTGCGTCTTA 517401 100/151 BK
R:TGCAACGAATGATACTACTT R:TCCCTTATAGCAATGATGTG
11-3 F:CCACAACCCAACAATCCACC 7799905 157/300 PY 12-2 F:AGTATAAACCCAAGAGTATG 3335916 196/123 BKPY
R:AACCAGACTCGACCCACTTA R:TATCTTCTTTCATCAGGTAA
11-4 F:CTGTACTTCGACAACACCTT 8025799 112214 BKP 12-3 F:GTTAGAAACCAGCTAGAACC 6031963 145/209 Y
R:TGCCTTGATGTAGTTATGCC R:AAGACCATATCCTTTGAGTG
11-5 F:CAAGGGATATGATGAGGAAT 9881393 223/136 BKP 12-4 F-TTGGCAAAAGAAATGGAAAA 11106798 109/197 BP
R:GGACTTCAGCCAATGTTTAT R:TATGGTGGACAATGCAAACT
11-6 F:TATCGTCCCATACCCATCCG 26067045 220/115 BPY 12-5 F:ATCAAACCCTCAAGTTCAAA 19947973 145/246 KY

R:TCAAAGGAAACCACGAGAAC

R:CGTTGCTAGATTACAAAAGAGG
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Name Primer sequence (5°-3) Position (Mb) ~ Product size a/b Type Name Primer sequence (5°-3) Position (Mb) Product size a/b Type
11-9 F:GATTTCAATAAACGAGGTCA 48886863 223/110 K 12-6 F:GGTTCCCTAGAGGTGCTTTC 37007970 123/191 BKP
R:CTCGTAAGGAAAATTATTATCAG R:TTTATCTTCCGCATTCAGTT
11-11 F:-TTAGGGAAAGTGTACTGAAA 54284298 129/198 Y 12-10 F:CCAGAGCAACCGTCTAACAT 65778793 237/153 BKPY

R:TGAAGTGAAGACCAAAAGAT

R:CTGAGGCTCAAGTCCTAAAA

e RO AR RS X 70 AT T A 2 A T e AR

Note: The bold black font indicates the minimum set of markers required to distinguish all tomato varieties in this study.



