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MiF | PCR 314155
Attached table 1  Primer sequences for PCR

HLA BRI TESI iz
Genes Foeward primers (5'-3") Reverse primers (5'-3") Use
CsGolS2 AGGAGTCTAGCCAAGCAAGCC CTAAACCCACCACGCCTTTCAC RT-qPCR
CsEFla TGTTTTGCACGGATCAGTTTG AATGCCGACCGCTACAGTTC RT-qPCR
NtActin TTGCTGGTCGTGATCTTACTGATTG CAGTCTCCAACTCTTGCTCATAGTC RT-qPCR
GUS GATCGCGAAAACTGTGGAAT TAATGAGTGACCGCATCGAA RT-qPCR
Ato-tubulin ATGAGAGAGTGCATATCGAT TTCACTGAAGAAGGTGTTGAA RT-qPCR
CsGolS2 ATGGCTCCTAACATCATCAACG CTAAGCCGCGGATGGAGCT PCR
CsGolS2P ATCATTGATCATAAATGGAGCAAA ATTAGTTAGTGTTTGTTTGGTTGATG PCR
% ATGGCTCCTAACATCATCAACGGTGCAACAGGCAGAGGCAGGAGTCTAGOCAAGCAAGCE
g% AGCGGTCCAAGCCG:\GCTT%TGTG—XCGTTCTTGGCGGGTG:\CGG:\G—XCTACGTG—\AAGGC
4131 GIGGTGGGT TTAGCCAAAGGGCT TACAAAGGCTAAGAGTAAGTACCCTTIGGTGETGECT
é&ln ATGTTGCCCGATGTTCCACAACATCATAGGAATATTCTGGTGGAGCAAGCGTGCATCGTA
gzlu AGAGAGAT TGTACCACTCCATCCACCTGAAAACCAGACTAAGTTTGCTATGGCTTATTAC
%8% G'ETATCA*\,TTACTCCAAGCTTCGTATTT(}GG}XGTT"TG];GGAGTATACCAAGATGATATAC
%g% TTGGATGCAGATATTCAAGT‘—XTTTGGGMCATTGACCATCTGTTTGACCAGCCAGACTCC
Afﬂ TACTTTT—\CGCCGT&ATGGACTGTTTTTGCG—’\G&{&ACATGGAGT&—’\T—\GCCCAC—\AT-’&C
%g% CAGATTGGGTATTGTCAGC&ATGCCCCGATAGAGTCCAGTGGCCC&&AGAGTTGGGCCCA
?g% AA—XCC—XCCTCTTT—XCTTC&{KCGSTGGAATGTTCGITTTTG:\GCCCAGTTTGCCC—XCTT%C
gg% TATG%TCTACTC&—&MCAGTC'~\_‘~\AG:\GACCCCTCC—U\CTC’TTTTTGCTGAAC~\GG~\TTTT
gg% TTGMT%TGTTCTTC%GGG%CA_MT%CAAGCCT:\TTCCACC%GTTMTAATCTTGTTTT:\
721 GCCATGTTGTGGCGTCACCCTGAG&ATATCGATCTTGACC&AGTC&&AGTCGTTCACT#&T
241 AMLWRHPENTDTLD QVEKTYVVHY
gg% TGTGCTGCTGGATCTAAACCATGGAGGTATACTGGGGAGG&AGAG&ACATGGATAGAGAA
gg}% GAT:\T—‘&MAATGTT:\GTG&%GAAATGGTGGGACATATACA_:\CG%CG—XGTCGTTGCACT%C
3(0)% AAGM_&ACG%CAAC%CCTGCAGTACAATT%CCTCC—U&ATGGAACMTMCG%CACAGCAA
961 GCGAATCTCCAAGCCTTTTTGGAAGCACTATCAGGGGC TAGTCGTGTGCCACGTETTAAL
321 LEALSGAGGVPRVEK
é%l GCTCgATCCGCGGCTTAG

TERTEESFESHEXITH; FERARKRERFIKERR; *RRELZHF
Red represents the element related to manganese ion binding; Green represents the carboxyl-terminal hydrophobic
pentapeptide; * represents the termination codon
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Attached Fig. 1 Nucleotide and protein amino acid sequences of CsGolS2



2000 bp
1500 bp
1000 bp

750 b
500 bp

CsGolS2

250 bp
100 bp.

M: DL2000 7> F=Z45i2#; 1: pRI101-CsGolS2 FRRINEFTI=H]; 2: pRI101-CsGolS2 RAFEE & PCR
M: DL2000 marker; 1: Double enzyme digestion products of PRI101-CsGolS2; 2: Agrobacterium tumefaciens

PCR of PRI101-CsGolS2

MiEl 2  CsGolS2 HE¥IFRIAFIFHE
Attached Fig. 2 Construction of CsGolS2 plant expression vector
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A: CsGolS2 B EFEMREEELH DNA PCR; B: CsGolS2 #EEMHEL RT-qPCR; M: DL2000 £ FE4FiE
;-2 BAEREE,; +: pRI01-CsGolS2 FAKRAL; OE1-OES: CsGolS2 #EFEIEE

A: Genomic DNA PCR of CsGolS2 transgenic tobacco; B: RT-qPCR of CsGolS2 transgenic tobacco; M: DL2000

DNA marker; -: Wild-type tobacco; +: PRI101-CsGolS2 vector plasmid; OE1-OES: CsGolS2 transgenic tobacco

MIE 3 T2fX CsGolS2 HEERELE
Attached Fig. 3 Identification of T2 generation CsGolS2 transgenic tobacco
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M: DL2000 &> FEFricH; 1: pCAMBIA1301-CsGolS2P B BRI ~=49; 2: pCAMBIA1301-CsGolS2P

RITEHE R PCR
M: DL2000 marker; 1: Double enzyme digestion products of pPCAMBIA1301-CsGolS2P; 2: Agrobacterium
tumefaciens PCR of pPCAMBIA1301-CsGolS2P
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Attached Fig. 4 Construction of CsGolS2P plant expression vector
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A: CsGolS2P ¥ EEEGTTERE 4 DNA PCR; B: CsGolS2P #EFEHIEIT RT-PCR; M: DL2000 HF&
FRCH; - BFERMIETT; +: pCAMBIAL301-CsGolS2P EARBkL; OEA-OEC: CsGolS2P #EEMETT
A: Genomic DNA PCR of CsGolS2P transgenic Arabidopsis thaliana; B: RT-PCR of CsGolS2P transgenic
Arabidopsis thaliana; M: DL2000 DNA marker; -: Wild-type Arabidopsis thaliana; +: pCAMBIA1301-CsGolS2P
vector plasmid; OEA-OEC: CsGolS2P transgenic Arabidopsis thaliana
ME S T8 CsGolS2P #EHEEMRETEE
Attached Fig. 5 Identification of T2 generation CsGolS2P transgenic Arabidopsis thaliana



