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CoGolS2 Enhances Cold Tolerance in Camellia

oleifera by Promoting Sugar Accumulation

DOI: 10.13560/j.cnki.biotech.bull.1985.2026-0741

Marker  CoGolS2

2000 bp— @

’"% gy
f: @‘ 1 “““
Y o

apanss)

1500 bp.

1000 bp-

750 bp

(a) (b) (c)

CoGolS2? —1 it |

A: CoGolS2 FEIRIY™ 3 (¥t i v bk AS I, Marker 24 DL2000 marker; B: &+ SWISS-MODEL Hiill ) CoGolS2
RAMN =L C: CoGolS2 fRFHFF(a). IR & HIR(b) M [H 454 (c)
A: Gel electrophoresis detection of CoGolS2 gene amplification, M: DL2000 DNA marker; B: Predicted tertiary
structure of CoGolS2 protein based on SWISS-MODEL,; C: Conserved motifs (a), conserved domains (b), and gene
structure (c) of CoGolS2
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Fig. S1 Cloning, protein tertiary structure, and conserved and gene structure analysis of CoGolS2
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M: DL2000 DNA marker, P: positive control, N: negative control
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Fig. S2 PCR identification of transgenic Arabidopsis




