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Supplementary Table 1 Primer sequences

519 gl Fig
Primer Sequence (5'-3") Purpose
GhPYL2-F1 ATGGACTCAGCGGAGCCACC FER ve b
GhPYL2-R1 TCAATCATGTTCCATGAACTGAACCGGC Gene cloning
GhPYL2-1302 F GCTCTAGAATGGACTCAGCGGAG 40 il € B
GhPYL2-1302 R GGGGTACCATCATGTTCCATGAAC Subcellular localization
GhPYL2-mcherry F GCTCTAGAATGGACTCAGCGGAGCCAC T FAR AR A
GhPYL2-mcherry R CGGAATTCATCATGTTCCATGAACTGAACCG  Construction of overexpression vector
Ghi8s-F1 GACTGTGAAACTGCGAATGGC R LA P 2 R
Ghi8s-R1 CAGAAGTCGGGGTTTGTTGC Reference gene of Gossypium hirsutum
Actin-qPCR-F1 CGTTAAGAGCTGGAAGCACC LB T P9 234 [H] Reference gene of
Actin-gPCR-R1 CGTTAAGAGCTGGAAGCACC Arabidopsis thaliana
GhPYL2-qPCR-F1 GTCCCTCATAACCCAACGCA
GhPYL2-qPCR-R1 CTCTCCGTACTCTTCGACGC RT-qPCR
AtABF2-qPCR-F1 TTCGTGCTGGTGTTGTGAGA RT-gPCR

AtABF2-qPCR-R1 AAGGCTGCTGAAACTCGACA




AtHABI1-gPCR-F1 TACAGGAGAGGGGTAGGCAGG

AtHABI-qgPCR-R1 AGACGCAACAGCCTCAAGAA
AtSnRK2.6-qPCR-F1 CCGGGCCAAAGCATAGAAGA
AtSnRK2.6-qPCR-R1 GTCCAAGCTTCCTGTGAGGT

AtRD294-qPCR-F1 GATAACGTTGGAGGAAGAGTCG

AtRD294-qPCR-R1 TCCTGATTCACCTGGAAATTTG

MiZ 2 GhPYL2 AR
Supplementary Table 2 Physicochemical properties of GhPYL2 protein
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Molecular Total number of Acid-base amino acid
Protein name Formula Theoretical pI
weight (kDa) atoms AsptGlu Arg+Lys
GhPYL2 Co36H1481N2530286S6 21.05 2962 26 22 5.98

PYR_PYL_RCARZ 3%

Wil Gossyipium hirsutum MDS AEP P PHGETKEBYTE| QTYEKEE. . . PIP. . NIC| S GDG 97
B Gassypium davidsonii MDS AEP P PHGLIKERYTE QTYEKEE . PIR  NIG S GDG. 97
HI - Arabidopsss thaliana MSSS PAVKGLTDEBOKT KTYROF E PDP. . THC & SGDG. 9%
:ff‘ Solanum verrucosum MDGDGQLL VPQGLTQERF AE| RNYQITEE. . . DLP. . NTC S S. GDG 9
i1 Medicago truncatub HKMAS VHN 1 QGLTEEBYKE KKYQI LE . PTS. . NIC GENMK. . GDG 97
K9 Glycine max MAS ETHHH. VQGLIPERLTK KKYEILEE .. QP NTC GENMR. - GDG 97
Helianthus annuus MDON. SIPEGLIPERYS NAHEMED . KMP. . NTC| S BNMS . - GDG 95
Vigna radiata var HMAS TQHH. VQGLTAEEET KKYELEE . . HCP. . NKC! IGENMR . GDG 97
Crer aritinm QNDN SQGLTEEEYKENERT | KKYEKEE. . . PI§S. NIC GENMK. G %
Spinaci okeracea MATQPLPPSPPS. .. PPPPQGLTQEEYTT QTYETYN .. PPRPNTE (s BRL TS GDGS 107
Jughns regin MD. PNQVP PQGLIPERYLE, CNYEKFE. . P K 9%
Mangifera indica MDSTRTP PQGLIPE DTYESED . . PKP. . NIC INMSS . GDG 97
Punia granatum MPPP QGLTPE| EPLILSHETED . PCR. . NTC 5 8EMR. . GDG 92
Tripterygim wifordii MEPP PKDI §PE DT FE. .. PSP. . NIR| 5 BNMR. . GDG 9
Coryls avellina MDS HHHLH PQGETAE STYEKSQ . . PSP . DAC {TENMK - GDG 97
Forsythia ovata LQVDS NPT PHGLTREEF RAVETVD .. QLE. . NTC IDMVAGDGG 100
Humulus lupulis MENPDDNN PHGLSSERVTE, ATNENFE P NT IN. W. GDG 97
Beta vulgaris subsp MNTQAPPP. PPSP. PSSPPQGLTKEEYTT QTYET PNRPNTT RMT'S GNGS 108
Linum perenne MEPTP AAPTTVAVLPPS LRGRETQEFYN DKYES EDS AAAER. . NTC| KVTS. GDG 1
Amaranthus tricolor MNI KKSSPSPPAT. APPSPQGLTKEBYTT QSYETEH .. PTRPNTT RLTS GDGS . S 109
Typha angustitolia MDAYRRS QGLTQARLR RTHJARP LS. PRTQ HYVL TR GGG 97
Cannabis sativa MENRS NNNG QYGLSLEYME ERYENEE. . . SQP. . NTC 1 M. GDG 9
Morells rubra MDPNQRTS SHGLTTE[EF K| KTYQEEE . . PHP. . NSC TMVS. . NG 97
Impatiens glandulifera MDSSSSFD. RTYES YD . . TNPKNTSC RLISGDGY. S 103
Dendrobium catenatum MEELSTQT STRSP1 | HAHETEP HRRPATC SLSP. GDSF %9
Phabenopsss equestrss MEELSTQT QsHY 85 HPDPGIC| SLSP. GDPFS %9
Gossypium hirsutum ERH /G 188
Gossypium davidsonii vl ol 182
Arabidopsss thaliana 2F V) V 186
Sobnum verrucosum L s 187

i Medicago truncatub E e 189
, 8L e 186
Helinthus annuus VL !:, 183
Vigna radiata var 1 ot 188
Cicerarktinum 1L s 185
Spinaca okracea LU NG 197
Jughns regi 1L ol 184
Mangifera indica L NG 188
Punta granatum 1L Vol 184
Trpter 1L N 181
Coryhs avellina 1L NG 185
Forsythia ovata 1L 3 ENKI VVAMA ALH 189
Humulus lopulus 1L &: DS DES QNDNGG! VVALH GGDGGD 197
Beta vulgaris subsp BLL e VI SVLAMH GNE 197
Linum perenne 1L !:; ESCKVI GAARVA DLH 203
Amaranthus tricolor LL Vo ENNVSNNN. NNNNNNI DDK VNI GV AMS DLQ 209
Typha angustifola S e ETKE KANS V) ALAMAS V. 185
Cannabis sativa M ¥ E VKNKNGNDI ELNQNDSELS GNDS GDV|T LLAI TSFNGANDGPD 214
Morella rubra BVL R) w; M NT NGKVTI A 184
Impatiens glandulifera 1L Ve ESS (1) 187
Dendrobium catenatum I8 VlGH FRGD. DGS VT V) 195
Phabenopsss equestrss B L . ECGG DGKAMEL 195

4T & 4E H PYR-PYL-RCAR % # 1

Red boxes denote the PYR-PYL-RCAR domain
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Supplementary Fig. 1 Multiple sequence alignment of PYL2 proteins from various plant species
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Supplementary Fig.2 Secondary structure (A) and tertiary structure (B) prediction of GhPYL2 protein



