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Supplementary table 1 Primer sequences

3| #)4 %K Primer name

5|97 %(5'~3") Primer sequence

Fi& Application

HIS2-GmSDP1pro-F
HIS2-GmSDP1pro-R
pGADT7-F
pGADT7-R
pGADT7-GmPHR18-F
pGADT7-GmPHR18-R
p1300-GmPHR18-F
p1300-GmPHR18-R
gGMSDP1-F
gGMSDP1-R
gGmPHR18-F
gGmPHR18-R
gGmActinll-F
gGmActinll-R

ACGATACTCGAGTAATCTAGAAAAACCAATCCTCAACTCAC

ACGAACGAAAGCTCTGAGCTCCTATCTATGTGTCAATGAAT

ACGACTCACTATAGGGCGAGC
GATGGTGCACGATGCACAGTTG
GCCATGGAGGCCAGTGAATTCATGCAAAAAAGAAGAGAAGA

CAGCTCGAGCTCGATGGATCCGTCTTCTTTCAACATATGT

AGGTACCCGGGGATCCTCTAGAATGCAAAAAAGAAGAGAAG

GCTCACCATGTCGACTCTAGAGTCTTCTTTCAACATATGT

GTAACGAGGCTAGTGTTGAC
GCCCTGGTTTCTCGGATGCAAC
GGGTGCCAGTAAAGCCACTCC
CTTGAAGATATGAAGCTGACATTC
TTGAGACCTTTAACACCCCTG
GCCAGATCAAGACGAAGGATG

FAHER RN AR =
Bait vector construction

1 T e 4

Positive clone identification

Fi RE A% HLARIG R
Verification of Y1H
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Subcellular localization

TR BT

RT-gPCR
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Underline: Homologous arm sequence on the vector

MiZF 2 5 GmSDP1 B FEEM LisERRET

Supplementary table 2 Upstream transcription factors interacting with GmSDP1 promoter

Gene ID

LSS 9/

NCBI accession

(Transcription factor family)

Glyma.04G226700
Glyma.10G196600
Glyma.19G217800
Glyma.05G142000
Glyma.16G141500
Glyma.15G215100
Glyma.13G063100

NP_001276211.2
NP_001354508.1
XP_003554557.1
XP_006580099.1
XP_040866141.1
XP_040866064.1
XP_006593674.1

33 [K¥ GmMNAC21 (NAC transcription factor 21)

¥ 3 [K¥ GmPHR18 (Transcription factor PHR18)

BT GMWRKY23 (WRKY transcription factor 23)
¥33[K¥ GmTCP2 (Transcription factor TCP2)

bZIP #%3% P GmbZIP117 (bZIP transcription factor bZIP117)
33 [N F GmbHLH121 (Transcription factor bHLH121)

5 GmMIF2 (mini zinc finger protein 2)
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K5 GmSDP1 %[# (Glyma.02 g190000) JA #3741 (ZLE-F4 )y 1500 bp JA BT /551, HEmin N 5 EMEX T, B
AR GmSDPL K R 43 4 it /7 471D
AAAACCAATCCTCAACTCACCCTAACTTTCACGAAATCTGGTACTTGTCACCCAAAGAAGGGTATTCATAAAGTATCAGTA
TTAGCAGATTGGTGTTAGCCACGAAACCAAAAACCAAACTCAGGTGCATCAGGTATCTAAACATGAACAGAAACACAAGG
TAGTTCCACTTCGTGAGGAAGAGAACAGACAAACAATCATAGACAAAACTTGCTAGAAATGGGTGCAGTGCGGCGGCGTG
ACGGTGCGGCGATGAAGAGCAGGGTTGAGATCGAGAGAATGAAGAAGATAAGTGTGAAGATTGAAGAGAATTGGTTGAG
GTTTTTTAAGGTTATCCAAAATGATGTCATTTTGTAGCATTTTTTTAATGCAAAAACAAGTTTTAAAAACTGGCCTGAGTCA
CCAGGTTTACACAAAACCGGCAAGGTCTGGCTAGGTTATCCTGGACCAAATGCATGGCCGATCCAATAACCACACTGGCT
CGATCATGCCACCGGGTCCTGGTTGGACCGATCCGATTGGTTGGGTCGAACTGAGTTTTTAAACTATGCCTGTGTCTTAGCT
GCTTATCTAGTGTTGTTCTATCTGTCCTGTCTTTTTAGCAAATCAAATGTACCCTAATTCTACCAAATGCTTTATTTAATGGA
TTTCTTTATTTCTCTCTATGATATATAACAAATTATTTGTCCAATATATAATAAAAATATTTTATTTGAAATTTGTGGTTGAC
ATTAATCTAATATATATTTCAATCATATTTAATATTTTAAAATTAATTTTATCAAAATTGGAAACAAATGGACATTGATGTG
ATAATAATTATTTAATTTTTTAAAATATTTTCTCTCTTTTTTTAATTTGTATTTCACATATCATATTCACTAGTAGCCTAAAA
AATCTTTGCTCAACCTTGTCAAATTATCATTCATTTATCTTTAATTGTATATTTAATTTTCTTAATTGTCTATTTCATTTAATC
CACCATCTTTTATTTATATTTTCAAATTTTATTACAATTAAATTTTAAAGAAATTAATAATTAAAAATAAAATTATGTCATA




ACTGAAATTATTCATTAAAATTATATATATATATATATATATATATATATATATATATATATATATATATATATATATATAC
AAATATATTTATTTATTATAAATTTTAATTAAATAAAAATAAGCATTTGTCTTGCTTGACATAGACACAAAATGACAATTTG
TTTTTGACATTTGGTGACTAAAACTTGCTAAAACAAAATAATATGGATATATGTATAATTGTATAGGCTAAATAACAATTT
TGTAAAAGAAATTGTATTTATGAGTTTTTTATCATACAAAAATATTAAAGAGTATAAAGTTAGATGAATGACATAATTAAA
AGAAAAATATTATTATAAAAAATGTTATATGAAAAATACTACAACTTTATTTTCTATACAAATAGTAACCATCATAATATT
AAACTACCTTTTATTCATTGACACATAGATAGGAAAACAGTTAGCAACCAAAATACGCAACAAACCGTCAACAAGCAAGC
CATACCGCAATTTTCTGACTGGCTCCCGCGTCTCCATAACGATTAACGACAACTTTGTCTACACCTCGCAGATCCCAATGCC
CCTTTCCCTTCGTTTTCATTTGTTCAAATTCAAAATCATAGTTATCGTCTTCGTAATACAAACAACCTCTTCTTCTCGCTAAG
CCTTTCCATCTTTCCTTGGCTTAGCGGGAACATCTTCATTTCTCATTATTTCCTTTCTTTTGATCCCCTTACTTTAAAGGCTTT
GCCTCTCTGCAATAATAATATTTTCCCACATTTGTTTTTACCCCTTGTTCTGTATCTAGTCTGATCCGTGTTCTGCTTCCGGA
GAATCGTTTTCCCCCCTGGAATCGAAGATTTGATATTCAAAACCCTATTCGATTGATTATTTGAGTAATAATTGTGTTTATT
TTTATTCATCCTTATTGATGGAATCATCTTCAAATTGAATGTACAGTTGTGCAATTATGTTGTTTTTCCTTTGATTGTACTTG
GGAACTTTTGTGAATATTACTCTTTAACTGGTTCCTTGTTTTATCCATGATTTATTCATTTATGCACTAGCTTGGGTCTTATA
TGCAAAGTCAATTCCTTTATATGCTTTTCTTAAGTCTACCTCCAGGCATATCCAATTGTAAAAAGCCTTGCCTTTCAGATTTT
ACTCTTTGATGCTATCATAAAAGGCCAACTTGTACTGTGTAAACTCTTGTAGAGTACCTGATCTCTTAAGGGTGTCATTGGC
TTGTGAAAAGAGAAATATTTACTTTTCATCTTTTGTTCCAAGGATGGATCATATAAGTAACGAGGCTAGTGTTGACCCTTTT
GCGATTGGCCCTTCTAGCATTCTTGGTAGAACAATTGCTTTCAGGGTTCTCTTCTGCAAGTCTATCTCACAATTGAGGTATC
ATATACTTTTTGTGCTGTCGAATATCTTCAAAAGATTTAGGGGATTTTGGGCACCCATTGTGTCATGGTTGCATCCGAGAAA
CCAGGGCAT



