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Supplementary table 1  Genomic positions of DHS regions near StAmy23 and StINV1

FE K DHS %5 DHS KFF (bp) LR B YSEREN HE R 2H A AR
Pro 279 5°UTR 4 68,257,608-68,257,886
StAmy23
End 614 T 4 68,262,551-68,263,164
En19 562 AR T 8 55,191,637-55,192,198
StINV1
En20 647 T 8 55,194,158-55,194,804

Supplementary table 2

BitaR 2 =AMEIEIESR TP motif UM HINBESHT

Predicted motifs and their functional analysis in the three candidate enhancers

Motif TREF) FTES T L
ABRE ACGT En4 En20 JBi V4 R ) S5
ARE AAACCA En20 REE S
AuxRR-core GGTCCAT En20 e A
Box 4 ATTAAT En19 En20 Pl o]
CGTCA-motif CGTCA En4 En19 En20 ST F g S5
GATA-motif GATAGGA En4 En19 Pl o]
G-box CACGTG En4 En19 En20 e B
HD-Zip 1 CAAT(AIT)ATTG En19 A e PR 40 i 5 4
1-box GTATAAGGCC En4 S B
LAMP-element CTTTATCA En4 e R
MSA-like (T/C)C(TIC)AACGG(T/C)(T/C)A En20 2B R
02-site GATGACATGG En4 i i AR I
W-box TTGACC En20 WRKY Z5447 5
GT1-motif GGTTAA En19 En20 e R
P-box CCTTTTG En20 i # A CI
TCA-element CCATCTTTTT En20 TR IR
TCCC-motif TCTCCCT En4 e
TGACG-motif TGACG End En19 En20 R T2 PP T e B




